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< Epigenetic and transcriptional control of environmental response
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¢ Ectopic meristems formation and developmental plasticity in plants
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¢ Next generation researches in plant physiology: Extensive environmental adaptation in plants
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¢ Learning plant physiology on plant-pathogen interactions
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¢ Behavior of meristems in response to environmental factors
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¢ How can leaves be free from sunburn? Kozi Asada Memorial Symposium
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¢ The frontiers of vascular biology in plant
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© Response for environmental stimulation: From signaling to gene regulation
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< Frontiers in plant calcium signaling
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¢ Lipid-based microstructures and microdomains
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