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Production mechanisms of reactive oxygen species and molecular mechanisms of PSI
photoinhibition in higher plants

S01-1 [3l Photoprotection of photosystems in fluctuating light intensities
(OMarjaana Suorsa, Arjun Tiwari, Sari Jarvi, Mikko Tikkanen, Eva-Mari Aro

S01-2 [3 PGR5-Dependent PSI Cyclic Electron Transport Alleviates PST Photoinhibition via Balancing
Regulation of PSI-Acceptor and -Donor Side Limitations in Fluctuating Light
OHiroshi Yamamoto, Toshiharu Shikanai

S01-3 [l Molecular Mechanism for the regulation of reactive oxygen species production within
photosystem I in vivo
ODaisuke Takagi, Chikahiro Miyake

S01-4 [3 Management of PSII photoinhibition to suppress ROS production in thylakoid membranes
OKentaro Ifuku

S01-5 I3l Biochemical characterization and physiological role of the plastid terminal oxidase PTOX
OAnja Krieger-Liszkay
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Augmented Symplasm: supracellular structure associated with the secondary organogenesis.

S02-1 [l Introduction to "Augmented Symplasm"
OKoh Aoki, Akitaka Hozumi, Kohki Shimizu, Minako Ekawa

S02-2 [3l Plasmodesmata as intercellular signaling coordinators and their regulators
(OJae-Yean Kim, Arya Bagus Boedi Iswanto, Shuwei Wu, Lee Jinsu

S02-3 [3 Cellto-cell connectivity and wound response in the multicellularity of filamentous fungi
OJun-ichi Maruyama

S02-4 [3 Molecular mechanisms regulating tissue reunion in incised plant tissues.
OMasashi Asahina, Miyuki Nakanowatari, Keita Matsuoka, Weerasak Pitaksaringkarn,
Shinobu Satoh
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s02-s [

s02-6 [
so2-7 [
so2-8 [

Carpel Closure by Protodermal Tissue Adhesion in Arabidopsis thaliana
OMitsuhiro Aida

How do phytoparasitic nematodes induce feeding cells in plant roots?
Yasuka Yamaguchi, Reira Suzuki, Tomomi Sagara, Chika Ejima, Satoru Nakagami, Hiroshi
Sato, OTakashi Ishida, Shinichiro Sawa

Genome structure and gene transfer in parasitic plants
OSatoko Yoshida, Ken Shirasu

iIPAG, interfamily grafting, and Closing Remarks
OMichitaka Notaguchi

o MM BIIZ) VIRES 7Y T OFER
New insights into the phospholipid signaling in plants

S03-1 I3l Biological Functions of Type-B Phosphatidylinositol Phosphate 5-kinase genes of Arabidopsis

so3-2 [

s03-3 [

S03-4 [

s03-5 [

s03-6 [

thaliana
(OTakashi Aoyama, Mariko Kato, Yukika Wada, Machiko Watari, Tomohiko Tsuge, Blanc-
Mathieu Romain, Hiroyuki Ogata, Hiroaki Kusano

Diurnal oscillation of membrane glycerolipid in Arabidopsis: dynamic profiles and function in
flowering
OYuki Nakamura, Fernando Andrés, Kazue Kanehara, Yu-chi Liu, Peter Dormann, George
Coupland

Distinct roles of phosphatidylinositol 3-kinase and 4-kinase in intracellular trafficking of cellulose
synthase complexes in Arabidopsis thaliana
OMasaru Fujimoto, Yasuyuki Suda, Nobuhiro Tsutsumi, Akihiko Nakano, Takashi Ueda

Role of anionic phospholipids in signal transduction from the plant plasma membrane
Matthieu Platre, Vincent Bayle, OYvon Jaillais

Regulation of chloroplast division by phosphatidylinositol 4-phosphate
OKumiko Okazaki, Shin-ya Miyagishima, Hajime Wada

Distinct functions of phosphatidylinositol 4, 5-bisphospate and phosphatidylinositol 3,
5-bisphospate controls on root hair morphogenesis in Arabidopsis
OTomoko Hirano, Mariko Kato, Seiji Takeda, Takashi Aoyama, Yalovsky Shaul, Masahiko
Sato
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New aspects in plant nutrition

S04-1

S04-2

S04-3

S04-4
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A new horizon in photosynthesis research: Regulation via Proton Motive Force

S05-1 I3l Regulation of photosynthesis by the power of proton
OJun Minagawa

S05-2 [3 The Molecular Machinery of Photosynthesis in its Working Environment
ODavid M. Kramer

S05-3 [3l Plastid thylakoid architecture optimizes photosynthesis in diatoms by regulating the pmf
Serena Flori, Pierre-Henri Jouneau, Benjamin Bailleul, Benoit Gallet, Leandro F. Estrozi,
Christine Moriscot, Olivier Bastien, Simona Eicke, Alexander Schober, Carolina Rio Bartulos,
Eric Marechal, Peter G. Kroth, Dimitris Petroutsos, Samuel Zeeman, Cecile Breyton, Guy
Schoehn, Denis Falconet, OGiovanni Finazzi

S05-4 [3 Ion channels affecting bioenergetic efficiency in chloroplasts and mitochondria
Luca Carraretto, Olldiko Szabo

S05-5 [l H'/K" antiporter KEA3 optimizes induction of photosynthesis by regulating the partitioning of
proton motive force
OToshiharu Shikanai, Caijuan Wang

———— 2 HHFAT BH17H (%) 9:00~12:00)
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Increasing the strength of genome editing to elucidate molecular mechanisms in plants.

S06-1 CRISPR/Cas9 \ZLAHH) 7/ A BT DB %
OB+ B+

$06-2 B YN/ IOGAVIN T F- S e s ety 2/ A A N ] N8
OE B KR
S06-3 RTFNE 7 MRS R L5 O Bl 5
O#Ffi%k, NegKiawKiaw, HHFH]
S06-4 CRISPR/Cas9 |2 LA BRI ER % 01 XF AF i {n T DR E & 26 B 25 AR O fif AT
OfHRE, HILE
S06-5 7 ) MR BT CRHE R | T O SR AR
O, PRI, FIERHG BT, FEasl, Bl —ae, Misy

S06-6 T A ) BRI SR KRB T 2758 275 58§ % TAQIng Y AT 2D 5
OHhFFiL, MAME, NHAW, hitFEZ, AR, KHEFRE, S

O B A ML AL - AN BT S T Al
Frontier of Plant Epigenome Regulation in Environmental Stress Adaptation and Development

S07-1 [3 A new survival strategy in plants: Acetate-Jasmonate network for plant drought tolerance
OJong-Myong Kim, Taiko To, Motoaki Seki
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S07-2

S07-3

S07-4

S07-5

S07-6

Histone deacetylases act as the regulatory hub in gene silencing and plant development
OKeqiang Wu

Transposons create environmental stress tolerant plants.
OHidetaka Ito

Unique cell-type-specific patterns of DNA methylation in the root meristem
OTaiji Kawakatsu

Florigen function and epigenomic regulation during floral transition
OHiroyuki Tsuji

FACT histone chaperon contributes to genome-wide DNA demethylation in Arabidopsis
endosperm
OTetsu Kinoshita

o KWy - B EBEY O NERSNI2FZBM | 2d7:55 701

Molecular Basis for “Extended Phenotypes” in Plant/Animal-Microbe Interactions

S08-1

S08-2

S08-3

S08-4

S08-5

S08-6

S08-7

Co-evolutionary dynamics of pathogen and host: a case study of Magnaporthe-rice interactions
ORyohei Terauchi

The long reach of the effectors of plant associated organisms
OSophien Kamoun

Battle between rice immune system and Xanthomonas oryzae effectors
OKoji Yamaguchi, Tsutomu Kawasaki

Profiling Plant and Bacterial Transcriptome during Interaction
Akira Mine, Tatsuya Nobori, Carolin Seyfferth, Sajjad Khani, OKenichi Tsuda

Recognition of PAMPs and DAMPs by mammalian innate immunity
OTaro Kawai

Viral infection and anti-viral innate immune responses in animal cells
OMitsutoshi Yoneyama

Phosphate status-dependent control of interactions with pathogenic and endophytic fungi in
Arabidopsis thaliana
Kei Hiruma, Tae-Hong Lee, Kentaro Okada, Taishi Hirase, Midori Tanaka, Nozomi Kitagawa,
Paul Schulze-Lefert, OYusuke Saijo

o MBI FED Hr 7270 % SR T

New aspects in plant endomembrane research

S09-1

S09-2

S09-3

S09-4

Dynamics of the Golgi apparatus in plant cells during regeneration after BFA treatment
revealed by live imaging
OYoko Ito, Tomohiro Uemura, Takashi Ueda, Akihiko Nakano

Lipid-dependent sorting mechanisms at trans-Golgi Network
OYohann Boutte, Nicolas Esnay, Yoko Ito, Tomohiro Uemura

Morphological analysis of clathrin-mediated endocytotic process by fast-scanning atomic force
microscope
Aiko Yoshida, Yanshu Zhan, Yoshitsuna Itagaki, Masahiro Kumeta, Yuki Suzuki, Nobuaki
Sakai, Yoshitsugu Uekusa, OShige H. Yoshimura

The formation and maintenance of PIN polarity by NPH3-like proteins and PID kinases
(OMasahiko Furutani, Satoshi Naramoto, Miyo Terao Morita, Masao Tasaka
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S09-5 [3 Genetic screen to identify endosomal trafficking components involved in localization of plasma
membrane proteins in Arabidopsis thaliana
OHirokazu Tanaka

S09-6 I3  Ubiquitin signal involved in membrane trafficking for plant environmental stress responses
OTakeo Sato, Yoko Hasegawa, Shigetaka Yasuda, Junji Yamaguchi

S09-7 [l Molecular mechanisms of vacuolar membrane fusion regulated by SNARE proteins in plant

cells
(OKazuo Ebine, Kodai Takemoto, Chieko Saito, Tomohiro Uemura, Akihiko Nakano, Takashi
Ueda
——— 2 HHEF#% BHI7H (%) )
13:30~16:00

o REPP ML BE D TE AL BE—56 4, RIEN DR, Fk, HEjFT—
Plant cell wall as information processing system in development, immune, nutrition, paraticism
and movement of plants

S10-1 B LRI B BIESE B DS AL D AN = A 0% 1D
O FHI#EE

S10-2 XTH OF BRI FEDH L A BE (5

RIS, OO)INEHE, HAEE, Mlbese, B9, ntidERT, OlNamEZ
S$10-3 HEA AR BE T B SCRC 9 % 8 (1 FE B Ay b7 — 2 DAL

O #h

S10-4 ) i B Tt il P05~ A e
OLHE¥, Tz

$10-5 FIV g N L SR FARAT I R R A B B BE D155
JEWNEAfi, LiBaohai, fi4-fE, OREEfT

$10-6 T G VA L 0D SR Gl AR S U T DI BE B 43 DR e & 1 )
KHSFE, TsaiAllen Yi-Lun, $iARIVCS, BRIAE, AHELE, OmtE—HL

13:00~16:00
O BRGNS L7 D S bk 7 ¥ 7 F VAR E & Bl
Signaling pathways and growth regulation in response to environmental signals

S11-1 [3 Regulation of stomatal movements in response to environmental signals
OToshinori Kinoshita

S11-2 [3l A peptide-receptor system shaping leaf margins
Toshiaki Tameshige, Satoshi Okamoto, Jun Suk Lee, Mitsuhiro Aida, Masao Tasaka, Keiko
Torii, ONaoyuki Uchida

S11-3 [3 Phytochrome globally modulates protein subcellular localization in Arabidopsis
OTomonao Matsushita

S11-4 I3l Genetic framework for nitrogen-mediated control of root nodule symbiosis
Hanna Nishida, Masayoshi Kawaguchi, OTakuya Suzaki

S11-5 I3 Identification of Novel Peptide Ligand-Receptor Pairs in Plants
OYoshikatsu Matsubayashi
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S11-6

S11-7

Characterization of F'YF regulatory network that regulates floral organ senescence and
abscission in Arabidopsis
Wei-Han Chen, Pei-Fang Li, Pei-Tzu Lin, OChang-Hsien Yang

Shoot meristem control by signals from differentiating primordia.
ODavid Jackson

———— 3 HHEZ%H BH18H (1) 9:00~12:00)
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Dynamic Vacuoles in Plants 2017

S12-1

S12-2

S12-3

S12-4

S12-5

S12-6

Dynamic vacuoles in plants
OXKatsuhiro Shiratake

The role of vacuolar malate/chloride channels in stomatal movement
OEnrico Martinoia, Cornelia Eisenach, Ulrike Baetz, Jingbo Zhang, Alexis De Angeli

Transporters for vacuolar sequestration of toxic metals and arsenic
OYoungsook Lee, Jian Feng Ma, Enrico Martinoia, Won-Yong Song

Plants use vacuoles for defense in multiple ways
Olkuko Hara-Nishimura

Multiple facets of vacuolar H -pyrophosphatase and vacuolar functions: visible and invisible
parts
(OMasayoshi Maeshima

Molecular Components Of Vacuoles And Their Possible Functions In Plant Cells
OTetsuro Mimura, Miwa Ohnishi, Aya Anegawa, Kotaro Yamamoto, Yuko Kurita, Katsuhisa
Yoshida

O 1N ~NDONWE T2\
Venturing into the world of single cell analysis

S13-1 I3 Identifying cell types and subpopulations by single cell RNA-seq
Kosuke Hashimoto, Satoshi Kojo, Ichiro Taniuchi, OAki Minoda

S13-2 [3l Current situation of quantitative single cell plant hormone analysis by mass spectrometry
OTakafumi Shimizu, Tomokazu Koshiba, Mitsunori Seo

S13-3 [3 Triggering single-cell response for understanding intercellular signaling in plant immunity
OShigeyuki Betsuyaku

S13-4 [3 Translational control by G-quadruplex recognition via REPRESSOR OF PHLOEM

DEVELOPMENT determines differentiation of energy transducing vascular tissue in plants

Hyunwoo Cho, Hyunseob Cho, OIldoo Hwang

S13-5 [3 Finding out cellular states in plants by single cell transcriptome analysis
OMinoru Kubo

S13-6 I3 Live imaging and optical manipulation of plant reproduction at a single cell level
ODaisuke Kurihara

S13-7 [3 Timelapse cell fate imaging during vascular cell differentiation
OYuki Kondo
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O
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HIERT, B, HAPEOS, Z2INE TR/, Bl fEHPHY, KT GER) &, YuHong,
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ZhaoYunde, #R&fE—ER, A5G, O HidE
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RBEIEAN A TIZBITHT 733 RIFISEME SnRK2 241 L 72 mRNA 45 f# il
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BHGEART OB AL DRI AN AT VAR 0> A= AR HE 11 1)
OTRRFE D, WA, HHGE, AN, =K, AlisdairR. Fernie, 00— M, GRA1T-

NLR e 5& (5 720> ACQOS AMi2 B AN AL WY AN ABE DN —F+ 723 5
HEGH, FE0, TREE SFEAE, HEBM, KoornneefMaarten, Parker]Jane,
AlcazarRuben, /NMEHELT-, FENEE, /KRIERY, /NEZERT, MG, 05—, WEE— B
PN, VUMRHES, OXIGHENR

A 2F ZHAREIME R B i VA Ak O BB - fAT
OBIRE, AEMM, JEAE, ARIEE, JHEE—, FREA, KIEHER

fif 1% Arabidopsis thaliana Bu-5 % i\ 7238 B b 21205 HE 14 R 528 SRR 0 Hi Bk & B AR A2 D AT
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OB, KIr3e+-, KEF2iE, CCumingAndrew, /MAES, Vs Rl KIGHH, HEA,
W —
FEAFDERNM RIS BN BT B ) LT AR AT
OELTIRN, Vak v, I, MlbEse, VMaME, HEiT, BT
VIGS % F\W 282 AN 2SN B A5 A X GmERA LBAE T OFEREMHAT
O/NE WA, AL, R T, HIME=, BHEK
ABA IWEMEDY 237 B ALE SN REZE AL 78 B AT
O I3RFE, el WAE—, NI, REmHE
RIFGENIBIFLFL AT NAH L D%E
O A&, IEER, JWHEFFF, HRE, BE—, KGN, WKEE— WEA
MR EEA RS AR TV h s
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A
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1aB05

1aB06

1aB07

1aB08

1aB09

1aB10

1aB11

1aB12

1aC01

1aC02

1aC03

1aC04

1aCo05

1aC06

1aCo07

1aCo08

1aC09

773INEF AHH UDP- 7€/ €T/ — AL —+HIE UDP- #7775/ —AL UDP- 57075/ —AD
AR 5
OHIRFEEZ, NIRRT

o33 BY-2 i3 a /ol i 2R Ll IC B 27 a7 4 — AT
O¥FIIEK, REM—I, FE5el, Kb 4s, miAa

EFEND AT T HRATOEET TR LTI/ T T 70T A > OYSFEfRNT
OFFEsEiR, MlkEse, WEHEZ, 5%

Ml BES > 737 E SRPP 138 1T AR B RICEE a2 K7L T0b
OHHZEA, ¥, BHEHF, HAX, FerjaniAli, HILEH, &L

EEZBWCEELO A H #1575 ROP GTPase ¥ 277 VO f§E#T
ORBEH, MHEHRE, HAHEA

WGEE TR F B PR [0 727 — 5~y VNS BnF Off#T
OMFERZ, e, BHMEh, REEDHS, A

T RMBLBETZ I THEB S B (R DR R B RE A AT
OB BRBERF, 1 A

nst — FASFARZF I L7 8 BUA A BE T 18 R - D PRIR L ffAfT
OFAEE, SeHEk

IURYOMBAINTET —BIZTRTTANI B 24 F 28 T4 73— AN Z IEIZHRETL . A @S5 5
JE R 2 AR 592
OZRALEE, LGS, JRREsEil, MRS, RBARa0E, (LRSS, — BB, FIacid, S
IN

JOARFAFIBITBRNAF T —ER A L7z OF HiE MAMP BLON L) 28— CTEESNLHH A
X F T AT IN= AN EETH D
ORWF&F, IRk, MBI, =RKLEE I feFsel, (AR, —EEH oA
e, AL

LPS B R T HEOBIR T4 MY — T BT 5 Arabidopsis LBP/BPI related-2 (AtLBR-2)
DEFENEZONT
OffEER7, i —, JEEE—, KEPE

MR SRR EA A > T 5 FNV A LR FLAR SR s A
OMA o, BPocsetE, BB, M 0Fs, fiHZ5F], DayBrad, SpoelSteven, AT %I, HL#T
H, HIEkY MR, SRR

UL XFAFIZBIT BT A= L7 F ) Pep RTF R4 7R HI #0018 (7 Fe %
Ol A ARER, Rev=E—, FHS, TR

DA XFZAF OB BY) > RALGA AR L 72502 1 10
OZFt, Mg, Mk, TN

Pattern recognition receptor complex-mediated control of plasma membrane intrinsic proteins
(PIPs) in plant immunity.
OTaishi Hirase, Kohji Yamada, Misuzu Yamashita-Yamada, Iris Finkemeier, Hirofumi
Nakagami, Christophe Maurel, Yusuke Saijo

Identification of novel regulators of the NADPH oxidase RBOHD during plant immunity
(OYukihisa Goto, Yasuhiro Kadota, Hidenori Matsui, Jan Sklenar, Paul Derbyshire, Frank
Menke, Hirofumi Nakagami, Cyril Zipfel, Ken Shirasu

HR cell death regulator “MARK1" is associated with P-bodies in Arabidopsis
OHidenori Matsui, Yuko Nomura, Takahiro Hamada, Gang-Su Hyon, Yuichiro Watanabe,
Takashi Ueda, Hirofumi Nakagami
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1aC10 |3l Phosphorylation-dependent self-ubiquitination of ATL31 during plant immunity
OShigetaka Yasuda, Yoko Hasegawa, Yasuhiro Kadota, Takeo Sato, Yusuke Saijo, Junji
Yamaguchi

1aC11 [3 Liveimaging of MAPK activity in plant immune responses
OHiroaki Adachi, Nobuaki Ishihama, Miki Yoshioka, Mari Narusaka, Yoshihiro Narusaka,
Hirofumi Yoshioka

1aC12 3 A novel class of conserved effectors with ribonuclease domains is required for virulence of

phytopathogenic Colletotrichum fungi on plants

ONaoyoshi Kumakura, Suthitar Singkaravanit-Ogawa, Pamela Gan, Ayako Tsushima, Mari
Narusaka, Yoshihiro Narusaka, Yoshitaka Takano, Ken Shirasu

1aD01 FHD ER KT AIT7 7T FFAEY) O REF N 535
Ol meE, HEEEE, PR T, KBS, iR, v

1aD02 [IEEAEZ RS ADIIAT FE ] 753N EF A BT Bl Bk O TR B IE DR EIZ DWW T
OfF g, Hils, EEIEM, WM, BAEESE, TIBEE, MHT

1aD03 SUARF I B DI I IS BT 17 7Y — KR O BT
O IEH, RAHEF, HATREHS, HHRTH, RAMC, AH%E=E

1aD04 RIS N BRI 077 Y Lo GRS 2
OWFTIHR, M, RelE—, YT, A%, RIEf

1aD05 TA=T V=0 TV NI EoTHBRZENT RECA RECG KARDANAT AT 7/ WD H:
O/NHIEEA, RS, KER, BIRIEE

1aD06 =TGR 72 RS 2 23 ORIRL AR AEZA IO T
OBFR M, WHRIER, 105 2

1aD07 BERMR IR E NE B BT B IERRAREE L SUL DA X—2 7 it
Omt 2, KT, NEEAR, SAHE BEE

1aD08 ANGUSTIFOLIA BX0" ACTINT (&304 X AF 3 AR O OS2 G E B #4135
OFEWIIF, KIaESE, MAFHRER, ek —, Bam—, e

1aD09 W INERE A5 27308 BPP 773 — 3 3E R MO RE 2 B 545
WongJeh Haur, OIS, Fli (BA) FHT-, AR

1aD10 AR A B IO B M5 508 e R AE B 7
Offe 2 ARREG, MR, NHEEA

1aD11 SFEUCIRI S XIS BLA SN o PN B KM 2R 540
OB, #E A4+, wmwaE)), BEORL, Bem—, THHZ, L=, &K

1aD12 SO XS AFRUNER IS 2787 MOR1 O RTEfFHT
OB HFEZ:, BEARRISE, HATFRES, Tak v, § 55— AR

1aE01 S UAXFAF RMV1 § o3 Z 3T 73V b5
OMEHZER, BRHZARNE, fEks—

1aE02 UL RFAFD athkt] KABMIZBIT S Na, K 58 &SRO
OFrfkEnsE, Bk, IR, MLkESS, PaFE, i, EmAsE, B A,
YRV, $aR AR, TR, AR, A, IR HR, AT, AlEZ

1aE03 IUARXFAFD TAA-Ala it B 532 ZIP S R OB REMAT
O/NRTEZE, W BARM, RS IESE, 0 S

1aE04 M ALMT 773 — D38 Bl L HERE
OffE A RZEAT, TEEN, AEFERRA, DB, FBw—08 AR, HR, JUREZE,
GalisIvan, AT

sx=E P=8%xz% [Fd=== 11



(Fm) SO S-S @ DD S

1aE05 VAR — NRINEL 3 A3 B A A R L7 BT & B ) & 9 2 BB s AR oo iy o i P 52 R
Hi s
OFp i, FHEEIE, EimEd
1aE06 ALK B AtABCG21/ AtABCG22 DfE#T
ORKE:, BAKEHA, KRR, GRG0 —
1aE07 RTZORIINELE - B3 Ra AV S Hi ) R i AR O AT
OFEHIET, HEEFE HHEY, R, KAER TRLOAK, KR, NEET AEARH,
EYRIEDL, HEPFHBERH, IO T, W% — =AU
1aE08 [l 0sPHOL2 is also involved in intervascular transfer of phosphorus in rice node
OJing Che, Naoki Yamaji, Jian Feng Ma
1a809 =l Role of two genes encoding metallothionein in distribution of metals in rice
OGui Jie Lei, Naoki Yamaji, Jian Feng Ma
1aFo01 [3 Prediction of responses to environmental stresses in the entire plant metabolism using a
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A XF RFIZ BT BIERRRT FLRFS 0 0@ S HAR O AT
ORI EZ, ARAG

A %) XF Fibrillin 5 OERELHEIG~O B 5
OXEFiE+, AIEE, PRFER, FDEERK HAY 1Y

ATV ANER AL 7 /30707 Leptolyngbya borvanalZB\FANT Y AR VA SR A (12X b 8E 3
I 52 K FE R D HL e
OFfaT-m, B3 —8, FHEFAL, HHE—

FRSHE
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PF-136

PF-137

PF-138

PF-139

PF-140

PF-141

PF-142

PF-143

PF-144

PF-145

PF-146

PF-147

PF-148

PF-149

PF-150

PF-151

PF-152

PF-153

FCHHIRE BE x5 Tl FlV 72 T8 ) — VA RE S T N0 7 T AR R 3 O AT
OWIIRE, KSR, MHSRA, FHKHE

Functional Analysis of NSR1/MYRZ2 in Arabidopsis.
OYoshimi Nakano, Yuki Naito, Toshitsugu Nakano, Namie Ohtsuki, Kaoru Suzuki

P Z#/KIBL 72T VBB RO T V=T B R ORIAL 7 =TT EICBIH 5 PII O K AEERED
R

O¥AH 2, ChangYajun, m&EL, EIR—F, HEFI, MMLEE

REILZES T /N7 TF)TIZEB I s— VDA AR
OBfiZER, BIHAL T, NEEZ

B S0 BENR R R 2 I H R 4012 B B Synechococcus elongatus PCC 7942 o3k JRIGHE A& i
WOEBZEDS
OF WA, WHIEHE, WBEf, IERZE, SaE L, HILIER, mmfE, srmiE—, MR
5

TN T )T Synechococcus elongatus PCC 7942 OGN LD ROy 7' A L REHE
O R0, RS, SR Z, PPE—

ST INTTI)T DT IVAVEEFE T 7277 T A AL T N TR AT O
OfMEL, &1 K8, il hFE—

Expression of the amino-terminal portion of Arabidopsis thaliana Oleosin 2 (OLE2N) enhances
TAG accumulation in Chlamydomonas reinhardtii under phosphorus-limited condition

OZEHMA, FREIL, = FEHR, 18 AR

Expression of phosphatidylcholine (PC) biosynthesis genes in Chlamydomonas reinhardtii
induces triacylglycerol (TAG) production.
Ol HED, SERIF, 79 AERR

BRI — 7L 2B BHRUCE B O/ 3T 30 73 R B O 1
OfRRREE, g, JuHpEs, NIESR, &#EF0L, Al

TN TF)T Synechocystis sp. PCC 6803 I2BIF AN 7 V7)) a— LD EFE
OHH &, AR, BB RAT, HEHET

WREEICBITARAT 7TV ) AR DKL
OYAGZE, EISIER, FFILS: o Es

K7 AV LR A B O #ERE S GDP-L- 157 h—ARAR) T —BIEEALEL 7 22V ERIC S TG
EE 25
O ILAEAE, /NI e, AU #aEh), )12

FEHBLT 2 VAR T I DT - BRAEAAT
Oz, Eaalk, alFil, EWEGE, hifses, HREH, RELS

L7 X BIRRO KRN BT 53 a = 53 R O fE#T
OFez2, bHRfER, EELTIRER, (EREIT, SR A, HsEE, Ri—58

An AP2/ERF transcription factor OpERFZ2 involved in the regulation of specialized metabolism
in Ophiorrhiza pumila
ONirin Udomsom, Amit Rai, Hideyuki Suzuki, Jun Okuyama, Ryosuke Imai, Tetsuya Mori,
Ryo Nakabayashi, Kazuki Saito, Mami Yamazaki

T ARFETIVREY I Y a7 S EFINAN) T IV AR DR E
OFARIEN, BB F7k, B, Hrkik

TNVHAARHE A B EE T EFBL 7230, X5 X F% 7 7V aA R A iR o 1B
OWEKEFE, RINKET, BEER, hEKE, A%, FHANZE, ILFEE
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PF-154

PF-155

PF-156

PF-157

PF-158

PF-159

PF-160

PF-161

PF-162

PF-163

PF-164

PF-165

PF-166

PF-167

PF-168

PF-169

PF-170

PF-171

PF-172

PF-173

TR DED) > frk A 2% o ZRERE O
OWIE &, W i, 7R

FRERIRMERI Chloroflexus aurantiacus® 7 AN AR LEESE L Crtl B TH A
OEiiE—, FEH=H

Synechocystis sp. PCC 6803 125175 MsbA FRETZ %> 787/E (SIr2019 and Sl1276) DFEREfEAT
OfEA, FREMERRE, FEERE, RBEE, RIE3EE LM, KHWZ

Synechocystis sp. PCC6803 OMEENEILIED FoF1l- ATPase i 14i&. M4 TTEA TS
OLZESE, A3, MokEF, ELS, BHE S, MILFEH, KW

ABA UL 725 LB Y 7T IR RIS R E 2 b DY 0 X AP L BAR O B
Ostaxiels, FMHZES, W, PREEREE, Bscd:, MR, PMESET, IHRE3ET,
J53, IR

DNA AR [FIHLI R AL E 0] BE7E =87) 2 VRS2 FF 000 X AF NV ARE AN BT B IR
WU HLZ B OB A T& 2
OmfGE S, EEHEL

DNA 85541238175 indole-3-butyric acid (IBA) i &R OFERE AT
OF B FAL, KIFiGH, 12800, SEESE el ME20H, MEmiEH

DNA EEICE BT 28 NAC =5 K T O AT
OFRHMRF, JGEME, REFWGH, mAGEL, HEHIEN

PIF4 i3 - ER b T L D301 X A FIRE T E I A A Th 5
OBEEM, AR, FINGLE

F—F T UFHENOM FOa I F R IE TN U AN LAY DR
NudtanichaChaithongsri, ##HF5aE, BAIZEH], OIH/NER

Expression analysis of CsSEF1, a tandem CCCH zinc finger gene, in cucumber fruit
OAkio Tazuke, Munehiko Asayama

2O RF AFIBIT BHFEIEE lincRNAs-RN As A A H o - 7 H
OVYHF, fRH%E, G, IBHEA, BRIEMR, &HER

SO XFAF O R RAGHY | ST 5 Wi B o 53 L IR AL D221k
OfflEsER, MHE, KHEZ, TIREE

ROt F y GRRRAAE O R ]
OFHIE—, KVUFH, AR, TRMIEEN, =R

KFRTCETIv IR =V (FERFHUS ) 2367206 R~ O s e ] et
OifkE, BT, FHFBA

Organ specific proteomics of soybean seedling under flooding and drought stresses
OXin Wang, Ehsaneh Khodadadi, Baratali Fakheri, Setsuko Komatsu

Identification and Characterization of Transcription Factors Involved in Utilization of Phytate
in Arabidopsis
OChuan-Ming Yeh, Nobutaka Mitsuda, Masaru Ohme-Takagi

Omics Analyses to Reveal the Tolerant Mechanism at Initial-Flooding Stress in Early-Stage
Soybean
OSetsuko Komatsu, Xiaojian Yin, Xin Wang, Susumu Hiraga, Minoru Nishimura

A protein kinase BHP mediates blue light-dependent stomatal opening
OMEL, H EHE—HS, FEEA, KTEA

ICEL M1 EAF M+ TH 2 MYC RIS 13 m AN AT 40 51 2 <
O=iliflin, KHE, EEEF, Wi, ZHER
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PF-174 PIF4 (3304 X AF ORI A SUIHIEL 0 s
OBLHA T, FE#EMET, HARH, =Hah
PF-175 T T IMAZEBIOA XF ZF OBILE IR T FEHL B 2y 7Tt kO I
OMhFiE, HEN ERENA, SR, BHHL, TR
PF-176 AR A A RS KT DREB2A (2B 50 A2 RS 2 84T
O&EE I, HHNES, =IFEE G—HE, T
PF-177 LD TR ORI, IR TRZDH T-H1<
O EEhts, B, B, I LB A
PF-178 RN AP T MR LD RO EMURIN I B35 T OBt
OTEEE, KB, BRKER, JIEAEHE, AE=5
PF-179 (3 ) 1 F]
PF-180 T O i AN A IS E ORI CTE) KRB R 1 HsfA1 OiG MEHIHEEE O AT
OREEZ, FEEAW, MM, BE3E, WariE, AR, SiFhE, @ —r, Ewfr
PF-181 FER ORI LI B A AURH B 2L H R 2L OBE] - 74 o A OS5
O&fBEq, Bl FARE, WiES
PF-182 FEHRAN BT B O A R fll i FE S o
O/NEH, SRATHR, s IES, KIEEZ, RO, GE—1E, fEIEHT
PF-183 BRI S LR AR ORINE T T R T 5
OwHve, = TIEE, T, BHEER, IHRE, 1)1
PF-184 R L B RO BT IZBIR T BB IET- O 5E
OH &R, KHEWHH, =6, fEf, HEk
PF-185 FRE 2T INEF AZBWT LHCSRL MK IR ERBE COB I E 595
OIS B8, £ 11
PF-186 [ Proteomic analysis to understand the DRPIE role in the plasma membrane changes during
cold acclimation in Arabidopsis
OEtsuko Watanabe, Kotomi Yago, Hiroyuki Imai, Matsuo Uemura, Yukio Kawamura
PF-187 TV RIS 595 SnRK2 D& F—YIE I EEE T TL AW DR
ORRET-, b, oA, BEFaeM, MArEse MRl
PF-188 TN == v AR L7 T S 25 53 A B T E AR 1 D[R
O ehl, FERERSE, TSy, KIGHERR, G —i, MAE®E
PF-189 YOARFAFIZBT T TTA 2% F—E SnRK2 &4 L7285 E AN A% il 28 e A B
KT DR
OfFEAeim, e DIRAR, IS, SfEh &, ey —, fERF1
PF-190 YA RFAFDIRAT7F TV EEAAREN 0T — PR BRI BT DI AN AIS B O AT
OBIGHAY, AR - BIARWET, AMHE, KK, TIBER
PF-191 JUAXF AT EED AN ATFHEWN T 72D VERAE A B B/ NMEART A F37 AD B 5- & Z DRGEE
OB &, KT RH, BN, A, BHHL, AR
PF-192 FA XD RIS E BT GmCKX13 OFEREfRAT
Oi:#%%4%¥, ChienVan Ha, DungTien Le, Will02, UyenTran, MRy, 74 ZA%E, g,
Lam-SonPhan Tran
PF-193 HZ R AN ATS BB B30, 2 XF PIFLEAE T OG- HIHRRE O T
OWREER, YRATHE, SCRS, ERIE, HEET, Fa R, fINES, 80—, 0T
PF-194 HZJR ARV AT O ABA A R RIBZE BARIC BT B AV E 2 & BRI O i
OB, B2, BOLshl, Mams, GRF gk — ik
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PF-195 B AN AZEM D720 D BB 7 2/ A7V A7 A" RIPPS” OR%E
Otsmt, HHZER, WErE i, Bs—Ii
PF-196 IOARFAF 7T A ANF X —PHRLT AtProd NI e 5 BRI S TR 7 Vg F-F > DN
A G AB R RAE E DD
OFF - —AB, ZN1E—
PF-197 2142+ X+ NADPH oxidase RBOHC (K7 ##F| AL AT TIROMEZIIHI$ 5
OB, FHEEIE, M
PF-198 204 XS AFOBBIREIBIF 8 )7 T AR LR ABA3 OFr# A B REO AT
OB, EBIAR, FIHESE, AR, HREGH
PF-199 B IR I ARSEN O F F LR AAEI S 270 G DR
Ottt fti—, BFIRKER, AR
PF-200 [=] Glutathione-dependent accumulation of amino acids in plants
OKen'ichi Ogawa, Aya Hatano-Iwasaki, Shin-ichi Nakamura
PF-201 FEW) OT AZDVE VA A AR EE SR VTC2 O E I K T DR %
OFAHW, WMIEFE 2, rEEERT, WiLE, )2
PF-202 TP DOFRFEAN AR BB DB N 22 78— A MEFERY 72 H202 377 ) o 7 g D7 a A h—2
=B, FFHAAA, IR, EEL, A, AR
PF-203 AL A XF AFIZBITF B CPD JRHEEER OMBL N B AEDE NI OWT
OEfEa A, B, =S, FFrseE, PRIl SEE R, RIEH, HHRE
PF-204 [ The characterization of UVB sensitivity in photolyase and autophagy Arabidopsis mutants
OGonul Dundar, Sakuya Nakamura, Masanori Izumi, Jun Hidema
PF-205 A XF AF O SAL B DT & 45724 DNA $BI5ORGE
OFFISFFH, SR FAM, FkFER
PF-206 A XF ZAFGIWAEZE DR A1 B1F 5 NAC BlzE K 1 O BEEE AT
ORISR, MAAVE, JNFUES, FHEZ, AL aEE
PF-207 M MEEISEDFIBI BN L% R
FHEIERRR, BT, OFF HEE—AR
PF-208 [[Z] Changes in growth pattern and jasmonate levels in Elodea nuttallii in response to snail
herbivory.
OYuta Kadokura, Masahiro Inouhe, Yoh Sakuma, Kensuke Miyamoto
PF-209 [= Effect of Lactobacillus yogurt on growth of tomato plants and microflora in culture soils.
(OMasahiro Inouhe, Yuki Watanabe, Mami Kanehira, Mamiko Tada, Yoh Sakuma, Hironori
Niki
PF-210 3| Analysis of host-dependent spore formation in arbuscular mycorrhizal fungi
OHiromu Kameoka, Taro Maeda, Sachiko Tanaka, Naoya Takeda, Katsushi Yamaguchi, Shuji
Shigenobu, Kawaguchi Masayoshi
PF-211 T=NAX 2T —HIREH DV T 7LV AT LD E
ORIHEARER, /ARwais, iz, REEW, (WOBE, BMER EEFHG, JIIHERE
PF-212 VAL RAT 0 N AE SR IR B E O HAE B 9 4204 29 A F- O FE AN 48 52
Odullo& A, HEHA IR, FiAk, TN
PF-213 FTURHEY S Z DR IRIL AN BT 5N a4 L7 B e B A o B 5-
OZ=JfF#, 1A, LR, A, Seamn, KBS, RGHE, EEHIG, Lk
e
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PF-214

Isolation Of Lichenized Cyanobacteria From Peltigera polydactylon And Study On Its
Photosynthetic Activity
Tomoki Sato, Masayuki Komura, Koujirou Hara, Shigeru Itoh, OIkuko Iwasaki

PF-215 IV I AR 28 F5 [ G A L S AARAL I K T O RS REFRAT
OTHEHR], Wraai, Wik, Rk, LFgEIE, MERERE, PR
PF-216 VAV ORI N TEIRT L7 FNVART T —E @ T
OMFIEK, PN
PF-217 GFP iRAW% F\>72 in vivo, in planta TOMZFIYE pH OFHAIA~ATT
ORBHELE, RNZETF, FEHHZ
PF-218 Pseudomonas amygdali pv. tabaci 75 JJ B8 8 o F O EE 0 FEAT LG o T #i4L
OFILEE, E)ILER], AHEETF, AERE, flkEy, B, —@BEE, BanE
PF-219 TL— L7 NERIIHEWIRIE T Acidovorax avenaeHIRDOTAL )T IE—N 287 B IR R4
HF-EL oL 595
ONITHETE, TREET-F, A8, SFHET, WIHEA, SHEBE, SRS, 2R
PF-220 TILLAYREA Tl Jacalin KkL27 F 22 AIZHEILL T 5
O/ A, SR SEVL, FTiils, ARG, BEHE, i1, HEEE, SRR
PF-221 VTNARCMT AN LY G RE I 285 N DPF 0./ 7 M ARG
TN, LR T4, FAHES, HIET, RIS, SEAE, OREH
PF-222 DY AEVERICE R E O—2TH 5D f-cycleocitral (&, P AT EEFENEA R EERFEIT
BBV T, 77V VVRY 7 F VDY T Ly —E L THERET S
OAHALDK, HEEN, HPZE—8, Poufid, A=
PF-223 DX AE VBRI Lo TR SNAA A SRR IEPUEIC BT S IMTFL 0%l
OF{RHEW, BEI@HR, WA S8, (LI, PO, RS
PF-224 VXAE LRI LS THEEN DA RERFESUE 132 OsNINJAT DEE]
WA, OMIFERR, TR, 000 Bt fsks—
PF-225 AFDEEFHEME AT TR OsPep3 I3l & MER T2 — IR EZ TR T 5
OFBERH, b1, LiEge, FMEk, Tk Galislvan
PF-226 3| Assessing the sorghum variability in resistance to insect pests
Olvan Galis, Cyprian Osinde, Nobuhiro Tsutsumi, Hiroyoshi Iwata, Hiromi Kanegae, Masaru
Fujimoto, Hideki Takanashi, Motoyuki Ishimori, Hunja Murage, Wataru Sakamoto
PF-227 REEFET- TR T Al EESY > 7378 SRPP O3SBZ B OfRAT
O¥EErts, HHZsH, ERESEr, HiEIEsE
PF-228 PR E U RI97% DCL3DCLA 1255 siRNA A i HE O b
OHJERR, KAEFWHE, HILBTE, BIREAT
PF-229 FERBILEIZBITSH SET DOMAIN GROUP (SDG) (2&2 = HlfHl o fig i
O Ee, hfafe, 1L, ks
PF-230 NI Y AR Y BN A 245D KUMONOSU #2787 BUSBE T H AL 2 v o 71§ %
O HBE T, Pelissier Thierry, BourguetPierre, BeckerClaude, Pouch-PelissierMarie-Noelle,
RomainPogorelcnik, WeigelDetlef, DeragonJean-Marc, MathieuOlivier
PF-231 TP DOXF VAL DNA #6827 37 BOBERER AT
OXARMN, HINEE
PF-232 AR mRNA OFIFRBAIAIZBTS 5 IERIFRAEISE I —NaEIsE O A 12D T
OH#iEZ, #ii Erl
sx=E P=8%xz% [Fd=== 41
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PF-233 AYRMEA NIP51 285, 5 -UTRIZAETET S AUGUAA %L 7= B IS O 1T e 1%
OmvhEsE, KHE Y, THEHET, BN, B, #BIERH
PF-234 Synechocystis sp.PCC6803 ® ncRNA TH5 SyR47 1&, rfbD & 5 “HIOIEEN RS Z /L CHIER%
) S 1 v e o3
OWILAERT, KHME
PF-235 TERRAT APX B R T ORI AT T4 2 7l § 507 2 AR T D [E %
KE =, OHEBRLE, TATFIW, HEHEZ:, Bk
PF-236 4 tRNA @ wobble f77)2 A5 i 2 D56 3% D B 2T
O, OB, FEBET, AHIEAN, ZEEA
PF-237 [3 Analysis of evolutionarily conserved Marchantia miRNAs
Masayuki Tsuzuki, Kazutaka Futagami, Takahiro Hamada, Masaki Shimamura, Takayuki
Kohchi, OYuichiro Watanabe
PF-238 C AV AT T EERRIRD P-type PPR %277 B OFHERAT
O IE8E S, BHTET, H#E
PF-239 LX) AT PPR #8 R 1-O RNA GEET IV
MEW, O—#ElnfE, 2HE
PF-240 [=] Genome analysis to identify genes responsible for low light tolerance for fruiting in tomato
ONobuaki Chiba, Kenta Shirasawa, Koh Aoki
PF-241 YR RS K HIFEAF VL RNA AHEEROI BT
OJN S, B HsE, FOFEM, PEHER], I B A, AR
PF-242 3] TOMATOMICS: A Web Database for Integrated Omics Information in Tomato
OToru Kudo, Masaaki Kobayashi, Shin Terashima, Minami Katayama, Soishi Ozaki, Misa
Saito, Maasa Kanno, Koji Yokoyama, Hajime Ohyanagi, Koh Aoki, Kentaro Yano
PF-243 [[3| Construction of Rubber (Hevea brasiliensis) transcriptome database
OMika Kawashima, Yuko Makita, Nyok-Sean Lau, Minami Matsui
PF-244 MO RRETNVERI ALY 32— ar b Z2Dls
OF#&1s, B, R AE, K
PF-245 MutMapPlus LD KT V7 AL RIF N E(E T ORI EE S kS % R A EREHZM
DEFE
OJIsieg, mARZS, s, = T3, BEHER, IWORE HREZ
PF-246 TEmRFALAE AL 72T VR SRIRTE O Fe A BAART S D 3l A
Ot REE, #UKESE MEER
PF-247 BEFAR AN AL BT TA RF ZFN BT BAY 1 20\ — B3 (5 F- IR O AL IE 5 AT
IWARAS Z 8, FRHEE N, O
PF-248 Rhodobacter capsulatus\ZB\FHLFF—IVOERIZITT
OFERER, bz
PF-249 IKHCHEEE L 7oA A A D 28 37 SR AR IRAE L TR O AH B
OEWE— &R%, MEE— FRtE
PF-250 T AT LB IR AR 2 AT W M D720 DET VISR
OBmBFES, &TERT, M
PF-251 IKATARIZ 31T 2 7K 0D R0 S 52 1
OZe M, KNNZ—IE, FiRIE
sxsE P=B%E [E=5%F 42
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PF-252 ATV RBFET- D 12- XV TAN VRO N v 7 AL — W — A A AL - A A=V T =
AT B HRAL
OIS, W3t ks, AR, SRR, WHE—, I, MEZmE, ILRA
F
PF-253 [3 Effects of Hy-Enriched Electrolyzed Water in Hydroponic on Kmatsuna (Brassica rapa var.
perviridis) Plants
OYasuomi Hamauzu, Katsumi Ishikawa, Yuki Ikeshita
PF-254 SRR OTE NS 3y oY —r L U BT RV B A H X ORE 5
OV, Sk, =K, LE, BEFHR, WLk, SEHLL
PF-255 Y=dri2Blr 57 uE——A7v 7 Gateway X7%— R4pMpGWB. BLUN70E—5 — T H
Gateway “\7%— RAL1pMpGWB D%
OB E =, FiEE— AHVT REPHIEE, JBEER, AR, KA, mNZs, il
PF-256 Split-SaCas9 1=k AHEY) 7/ L S5t B 5
OB EFHE, TEANKR, Llikg—
PF-257 A WANG F—% AT MRS O AT,
OB HEWKM, HEHME, Lk — Ak
PF-258 BAHRIBSE DI L5 MR A T2 ATI2= — YAy
O, HERH-E, EF=1 WAREHE, A)lER, B, ILREER
PF-259 FEWF BRC 128V 5% 29 45 FE O 55 25 fa ) — AR FE 2DV T
O/NkEL, ZINFRIER
PF-260 B BRC ®>uAxFXF TF 70—r& TAC 70— AN 57— — = ADFEH
OFH-NE, /IRIER
PF-261 WEFEASIEBA IR 728 B0 7077 LR L
OB MPEIET, Wl T, ks, LRHE
—— FA¥—} 3 HHT# BH18H (1) 13:00~16:00)
PL-001 CRISPR/Cas9 B #1181} 2 OsCKX2 (Gnla) ZEROHE
Ok HEAD, KRIRIM, mpEr e, TRs—, MEY, MR
PL-002 JAH3 EVX ARV IRE LT LY L7 FNOIOAN= 2% S LIHBLE LRI T T,
O#f &3¢, HarrisonGregory, ZhangShuo, DemianskiAgnes, KunkelBarbara
PL-003 TTYUVBC X FHE SN L 01 RS XF MAPKKK, MAPKKK17 OREREIZOWT
ORSIRAr, PHRRFE ]
PL-004 SUART RF DT T I VW T I IMEERR R BT D) VB LY 27 S0 B HE OV RESRNT
OHAFHE, HFES, SN, REFEAT, WIFFR, fF—J8 fEHE, T8, WHE—,
LB, MRS
PL-005 YA RFAFOIMALR)THERE R L BRI B DERR ZISEIZBI G BT TR
OFiliker, EEhe Bk
PL-006 753 ) AFAARIZ LD I aA XF A F ORI E E
OEfEZ—, M, KT 7
PL-007 7TV I ATUARDY ) 7\ B 2 HBR G N T O 52
OMIE AL, thHERE, 1L EHwai, SCHERE, PIPHER], SAE
PL-008 TG ) AT OAARDH IR 7T E (5T BIL6 OfFAT
OB, W EHWwah, TEHIEH, fEk—i, EE5, hE ik
sx=Z PM=B#x3= [H==E 43




(Fm) SO S-S @ DD S

PL-009 KL Cyanidioschyzon merolae\28B\3% ABA 37 F MO FENT
O/MERER, HhE
PL-010 RERRBILRERAE T 27T ) AT A NG A E K F BILS O AR EED I
O k&, HICE, WA, MHFE, BRE=, fEn—, AT, &RAE, Pk
-
PL-011 #kEE Chlamydomonas reinhardtit\ 2B\ 5540 E KT ppGpp OFEREMANT
OfftEre, SIEy, R, HMHE—
PL-012 [=] A Novel Root-knot Nematode Attractant is Released from Seeds through Seed Coat Mucilage
Extrusion
OAllen Yi-Lun Tsai, Tetsuya Arita, Ryo Kuroda, Shinichiro Sawa
PL-013 4 X+ AF CLE16 BLO CLE17 OHEREMAT
OEMARE, 1N, E#E—RL HHEE
PL-014 W AN IS B A AR5 TR T F RO %
OEfGhdE, AR, HERHET, JIfRE, EAE, fROaE, fERFT- G — i
PL-015 BEQRFRFERIZB F —F T V%739 —13 PIN1 & EPFL2 R7FRIZE-> TS S
ORBEF |, ToriiKeiko, FTHEAT
PL-016 20 XF AF TR D5 EIZB A LRR # SUB B R T —E O A )T AT 2B AHfE
AT
OfFME, dEE, fEE RE W, =i
PL-017 JUARFAFD ASI-AS2ETT R AL 232 KIZET 5 KRPS D% E]
OWALRS, AfGE&EcT, HIIFE, SfELR ITHEL, THTRTF, a1
PL-018 IUAZF AFDOIED R EHEOME 1L ASI-AS2-ETT #&#% L7z IPT3 OGN TH 5D
O/NBELT, AE3E A, TAARBRSE, FHEIR, %R, /DB T, SGLJE, MRy, HTH
Z=Al, THTRT
PL-019 [Z Patterning of the Cylindrical Unifacial Leaf Plant Juncus torreyi (Juncaceae)
OXiaofeng Yin, Takahiro Yamaguchi, Hirokazu Tsukaya
PL-020 Ay FRZER OB ORI, T — VTR B D 23 B
OXREER, Foohl, HHEEE, 2Lk
PL-021 [3] Auxin transport network underlies haustorium development in parasitic plants
OTakanori Wakatake, Juliane K. Ishida, Satoko Yoshida, Ken Shirasu
PL-022 A+ (5T BLADE-ON-PETIOLE% > 7327 DINA N R AE
OHhizE—, BFIKE, MARNR, #IRET
PL-023 [=] Analysis of Maintaining the Juvenile Phase of Rhizomes in Oriza Longistaminata, a Wild Rice
Species
OTaiyo Toriba, Akiko Yoshida, Hiroki Tokunaga, Junko Kyozuka
PL-024 BLADE-ON-PE TIOLE\Z/- &N A5 B B RAT I 3E DT RED 43 Ty £ i
EEESs, B, BIIKR, MARES, BIRET
PL-025 F—FT oIy T4 = ar B OMH BT
SelRALE, RTF#EEE RESR, RN E, HILEk
PL-026 Ffi - OIRIR - 3832195 INDETERMINATE DOMAIN 773 —§55. ] 1O BE AT
OZI/HE, FHFh, REFET
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