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Japan-Taiwan Joint Symposium: Front lines of post-transcriptional gene regulation in
environmental responses

S01-1 I3l Crosstalk between light signaling and pre-mRNA splicing
Chueh-Ju Shih, Bou-Yun Lin, Hsin-Yu Hsieh, OShih-Long Tu

S01-2 [3 snRNP biogenesis-mediated environmental adaptation in plants
OMisato Ohtani

S01-3 [3 Widespread exon junction complex footprints in the RNA degradome mark mRNA degradation
before steady-state translation
OHo-Ming Chen

S01-4 I3l Boron-dependent translation of a borate transporter BORI and its significance for adaptation
to boron nutrient availability
OKyoko Miwa

S01-5 I3l Lost in translation? The determinants of the translational control and their impacts on plant
gene expression
Ya-Ru Li, OMing-Jung Liu

S01-6 [3 Reproductive system via microRNA producing secondary siRNAs in a photoperiodic
environment

OReina Komiya

o WO E - RIBISEI BT 2RI &G IR E L Z DS HITROMF— I ERFRIZ AT C
Towards a unified understanding of local/systemic signaling and beyond in plant wound and
Immune responses

S02-1 I3l Spatiotemporal dynamics of the salicylate and jasmonate signaling pathways regulating plant
immune and wound responses.
OShigeyuki Betsuyaku

S02-2 I3l  Spatial coordination of plant immunity at the organism level
OKenichi Tsuda
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S02-3 [3 Signal exchanges between parasitic plants and host plants to establish plant-plant connection
(OSatoko Yoshida

S02-4 [3l Rain induces a novel layer of plant immunity through trichome as a mechano-sensor
OMamoru Matsumura, Mika Nomoto, Tomotaka Itaya, Yuri Aratani, Mizuki Iwamoto,
Takamasa Suzuki, Shigeyuki Betsuyaku, Steven H. Spoel, Masatsugu Toyota, Yasuomi Tada

S02-5 I3l How plants perceive airborne signals in the shape of volatile organic compounds
OKenji Matsui

S02-6 3l Calcium-based intra- and inter-plant communication system
OMasatsugu Toyota

o FEMNZ BT B KBRS AR E O 5+ K

Molecular basis of long-distance signaling in plants

S03-1 [3 Importance of cytokinin systemic transport for fine-tuning of plant growth
OHitoshi Sakakibara

S03-2 [3l Sieve Tube Structure Function Relations
OMichael Knoblauch, Alex Howell, Winfried Peters, Britteny Wager, Yan Liu, Grayson
Ostermeyer

S03-3 I3l  Shootroot communication underlying the control of nitrogen homeostasis in plants
OYoshikatsu Matsubayashi

S03-4 [l Toward understanding the molecular mechanism of florigen transport in Arabidopsis shoot
apex
OMitsutomo Abe

S03-5 [3 Study on mobile mRNAs in plants
OMichitaka Notaguchi

S03-6 [3 Visualizing and evaluating long-distance phloem transport of photoassimilates by the PETIS
and ''CO, tracer
OYong-Gen Yin

S03-7 [3 Differential regulation of RNA unloading from phloem
OKoh Aoki, Subhankar Bera, Kohki Shimizu

o fif¥ER L) T a2y T I 7O R E— 7 a < T Uil & SR O B
Molecular mechanism of cell proliferation and reprogramming —the chromatin perspective and
beyond—

S04-1 [3 Factors linking cell proliferation, genome replication and chromatin dynamics
OCrisanto Gutierrez

S04-2 Single-cell dissection of regenerating plant roots

OKenneth David Birnbaum, Bruno Guillotin

E
S04-3 I3l Healing the damage: stress-induced cellular reprogramming in plants
OKeiko Sugimoto
E

S04-4 Epigenetic priming for plant regeneration
(OSachihiro Matsunaga, Mio Shibuta, Megumi Matsuoka, Soichi Inagaki, Yayoi Inui, Takamasa

Suzuki, Kaoru Sugimoto, Tetsuji Kakutani, Takuya Sakamoto

S04-5 [3l Building beauty: the role of cell division and differentiation during petal patterning
OEdwige Moyroud
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The highly specialized plant organs and cells —Its function and evolution—

S05-1

S05-2

S05-3

S05-4

S05-5

S05-6

S05-7

S05-8

Dissection of the molecular mechanism of root hair morphogenesis in Arabidopsis.
(OMasa H. Sato

Microtubule dynamics regulated by a plant-specific protein family, CORD
OTakema Sasaki, Hiroo Fukuda, Yoshihisa Oda

Transcriptional Atlas of Idioblast Myrosin Cells; A Factory for the Mustard Oil Bomb
OMakoto Shirakawa, Toshiro Ito

Endodermal cell differentiation and apoplastic barrier formation
OTakehiro Kamiya

Regulatory mechanism of stem cell maintenance in Arabidopsis roots
ONaoki Takahashi, Masaaki Umeda

Root cap morphogenesis and function in the immune system
OShunsuke Miyashima, Kei Hiruma, Keiji Nakajima

Calcium ion mediated memory system in the carnivorous plant Dionaea muscipula
OHiraku Suda, Mitsuyasu Hasebe

Invention and diversity of stomata in land plants
OTomoo Shimada

o Wi, RFLFEERIEATZED SRR : A2 T RI 7 VAGFEEZOI LT
Frontiers of research on embryo and endosperm development: Induction of artificial apomixis

S06-1

S06-2

S06-3

S06-4

S06-5

S06-6

Shedding light on sporogenesis in Arabidopsis
OArp Schnittger

Initiation of zygotic development and fertilization-independent egg cell division in rice
OTakashi Okamoto

Molecular mechanisms of endosperm initiation in flowering plants

ODuarte Figueiredo

Identification of the lifeline gateway within a plant ovule, required for transferring important
substances to seeds.
ORyushiro Kasahara

Regulatory mechanisms of nutrient supply necessary for embryogenesis
OHironori Takasaki, Miho Ikeda, Zhang Yilin, Shingo Sakamoto, Daisuke Maruyama,
Nobutaka Mitsuda, Tetsu Kinoshita, Masaru Ohme-Takagi

Role of imprinted genes in relation to sexual and asexual endosperm development in rice
Kaoru Tonosaki, OTetsu Kinoshita

O BERRAR FRARHTE ~ e S H R L, R E T~

Secret life of chloroplasts: from development to degradation
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S07-3

S07-4

S07-5

S07-6

S07-7

S07-8
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OffEAh
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——— 2 HH/F#1 3H20H (%) 9:00~12:00)
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Frontiers of growth and development in grasses explored by young researchers

S08-1

S08-2

S08-3

S08-4

S08-5

S08-6

i

ARIBITH KNOX 25 [ F OF)
OB, B2+ 5 —

A O HE R JH A0 P - 0 st A 9 AH AR S RE AT
O=#EA4
A AH PR BUT B REHTAO H HARAE
Ok HTEAH, FHHEAT
AXDWEEF T FIG 3 A n B
Omvh#4s, Firz
FHADOFBHE 7w W T HARAF Ry AR T DHEL
OfEN P

SR A A 238§ B BREEIRAF 10 RO FE 7 TR A
Oy sits, himed, Seffg
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Two sides of auxin actions on stem cells

S09-1 MR R BT A —F > Ao Ht
O YT

S09-2 AN ORETE A B 2 B B —F S AR O T
O

S09-3 REWEREFE S L~+—F 2 L Ll TR T
O mIErE, 1WEE, i, sAaE

S09-4 YDAV > DI 72 [ (925 LS 132 Rl 1) W LA oD T A
OHZHEE, A

S09-5 R gten ol N 1 7Y 1 S s SV T2 7R E
OWiiE—, MHNFZ

S09-6 CAYIH AT 935 J 2 TR B R 2B o4 — 2 v ik &
OFJNHERS, FHILmlL, BaiasE
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Understanding plant developmental processes along spatiotemporal axes

S10-1 [3l  Periodic cellular behaviors during root cap maturation and detachment
OTatsuaki Goh, Kaoru Sakamoto, Shunsuke Miyashima, Keiji Nakajima

S10-2 [3 Auxin-dependent root gravitropism in A. thaliana and its potential contribution to the local
adaptation.
OTakehiko Ogura, Christian Goeschl, Daniele Filiault, Santosh Satbhai, Wolfgang Busch

S10-3 [3l Distribution of two phospholipids specifies a dynamic plasma membrane domain for re-
orientation of root hair tip growth
OHiromasa Shikata, Naoki Yanagisawa, Yoshikatsu Sato, Tetsuya Higashiyama, Claus
Schwechheimer

S10-4 I3l Morphology, dynamics, and function of unique membrane surrounding sperm plasma
membrane.
ODaisuke Maruyama, Rie Izumi, Hidenori Takeuchi, Tetsuya Higashiyama, Tetsu Kinoshita,
Kazuki Motomura

S10-5 I3l Origination of the circadian clock system in stem cells regulates cell differentiation
OKotaro Torlii, Keisuke Inoue, Takashi Araki, Motomu Endo

S10-6 [l Quantitative Live imaging of plant organogenesis
Constance Le Gloanec, Jerome Burkiewicz, Sylvia Silveira, Hana Bertand, Richard Smith,
Anne-Lise Routier-Kierzkowska, ODaniel Kierzkowski

——— 2 HHF# BH20H (4) 13:00~16:00)

o REP I BN D E AL & FEH
Development and application of plant manipulation strategy: towards the design of optimized crop
production

S11-1 TR A OB £ ORI Z HEEL T
OR IE#

S11-2 HE AT A E TIN5 B 37 — VD Rl
O REER, A2, Andrea Chini, 5K, AILZRE, TG, IEEEH, HhEm,
Khurram Bashir, B4/EH, Roberto Salano, H3=

S11-3 REMN BT AR ERLIR R 2N LTRGBS 4
OIHFT, Llis—

S11-4 LEHERIE T TOARBE DL BIZDNT

O

S11-5 TEARIRO E % B8 L7255 T A = XA
OBEFH:A

S11-6 AR P A Wy S\ 2 LA R L AR MERR A O B B X OS2 3G FIC I C
OF k¢

S11-7 B ORI T B M EAE ORI 7Oy 74T
ORI A
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Dynamic photosynthetic responses to fluctuating light

S12-1

S12-2

S12-3

S12-4

S12-5

S12-6

NPQ: the mechanism and effectiveness
OAlexander Ruban

The role of thylakoid proton antiport via KEA3 in the regulation of photosynthesis
OUte Armbruster

Roles of far-red light in efficient photosynthesis in fluctuating light
OMasaru Kono, Wataru Yamori, Ichiro Terashima

Evaluation of functional LHCI size and a relationship between LHCI and PSI photoinhibition in
rice leaves.
ODaisuke Takagi, Kentaro Ifuku, Amane Makino

Dynamic photosynthesis and the environment: [COZ2], salinity and humidity
OElias Kaiser

Alterations to leaf transcriptome and proteome of Arabidopsis plants growing under fluctuating
light
OShizue Matsubara, Stefan Niedermaier, Anthony Bolger, Vladimir Benes, Bjoern Usadel,
Eva Farre, Pitter Huesgen, Trang Schneider

o bz A L AL A O R ADEGHEY 7 X 71 VIESE D H I B

New Trends in Plant Chemical Research by the Interconnection between Chemical Biology and
Metabolite Chemistry

S13-1

S13-2

S13-3

S13-4

S$13-5

S$13-6

AT ROAIY AL T BG5BT O A

OFHE3E
TRV IV VDR D LR RE
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TP ZBUF BN T IR R DR BLIOBREESL BRI O 55 1 3%
OFiJt
HEW R AR E OB B8 37 IV A0 —hf3E
O JfE ]

M AT S BB R 2 O
ORI, ik, Selli—h
AT AR IR A RS T B0 DR HIBT) 7 7L AR SEDTI ~ £ AF RO — ALK
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O

——— 3 HHE’ I (3H21H (1) 8:45~11:45)

oMY FAY T LY VAT LHSE) B E kBT
Higher-order functions in plant endomembrane system

S14-1 IINJBAR DI BE 7B I BB O HE A Bk s
O LHEF, PRz

S14-2 HEY) TGN DSEIfH$2)8 AT a3 2 3kHT
O ST
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S14-3 VA AT B REL AT B B HIFEIH X =T O TR
OLH&E®

S14-4 SR T A 7 G B o i 135 7 S Gl e % D Bl
O/NHFEA

S14-5 TRV =2 LN kR e A — T 7Y —
ORI LA

S14-6 T2 AT VRN AR S B IR 1 2 KA i 22 K O B R - 58 A2 DRI D)
O A, AR AR, IR, FRERSE, BEEAY, MiRRS

S14-7 RIENT ¥ AR—5 —DIFAE - 3Rl § 2 TV RAV T LIV AT A
@r=1ig:ux

S14-8 WA - D L T AL O BRBE AN A B
Ok EHR, EXIRT, Yongming Luo, IIITE "

O REW AR 5 W) T2

From plant physiology to biotechnology

S15-1 LED #MA\W7:F¥ D UV-B ISE RN D8 FW A e~
Ol 57

S15-2 ST I TI)T HRDONIEE AA v F O TEA~OFH
OF B, Yoy VBN AF v MY, BRRIER, WKE

S15-3 RIRT DA B 70 5% 2. 5 AR oy T4
OB IEHER]

S15-4 D AMED B 55T M AR~ — D B AEHEHE & K he 7 B
Ot~

S15-5 N mRNA OFIFUREENT 2SR5 I IE D IBRBIR T OE B AT 2O 5
ONNESE, 1R AEH
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DO1-1 5516 [ 7= N— G & WA IV oA - Ty N— AL ARG )
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DO1-2 7IIRERE DT ODFEEBEE [ Graph Neural Networks ] Of:#lAETFZEIE
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1aA01

1aA02

1aA03

1aA04

1aA05

1aA06

1aA07

1aA08

1aA09

1aCo01

1aCo02

1aC03

1aCo04

1aCo05

1aC06

1aC07

— 1 HEAAT GH19H (K) 9:30~12:15) ————

EE#E PSIFCPL AR 07 T4 4 B SRR AT
ORRRE, ML, SRR, SiARMR, RRIUE WILARK, ZErEBPies, saim, POARHGE,
PR, EIEEE, RRHASHE

IIAX BT BRI LD 713 T = AR OREEfFAT
O/, g, HIFEET, SERIET NERE, sk

ANJFNTT)T TROBHGE AR T O, B3R, EiREO Lk

ran74v fab oM LFR TIRE RO EBIO T R HEIZOWT
OfHTEAT, AR, FREE, PARE, EC, KR, ks, iz

H—arFmtickaraar)v ety 1 oA —%
RS, B, OSeHRg, BHeTT, fEd, Mg

Effects of LHCAS3 and LHCA7 subunit deletion on the structure and function of the
photosystem I Light-harvesting complex in the green alga Chlamydomonas reinhardtii
OMichiyo Takagi, Shin-ichiro Ozawa, Yuichiro Takahashi

HOEHEE HTZIK A Cyanophora paradoxa® FHEHHEREEINZ
OB 55 3C, FAAHE

AL I BRI FE AR B OIR Tt 5 T — 2 OB RE AT
ORHEFR, WHEM, LHAM, wHEnd, Fkdse —=5e EHTE @Ea—88 adok

SeA RS A R ALY SUIRFED EPR 155 D2
O=%rIk=¢, RIBZEH

Y4 PHSI 13553 BT AN A& LR LI L ETh D
O/Ne i —BB, BAGTEz, AR, PrIIBEA, BB, WiEE—, e, AR

FCIRIOEMR G N T2 X2 T2 577 A SR O AT
O, HIIASZE, RERE, SOREE, AIFFE, G/, o+, SRAE 4 (b
F) AT, A —

FLIRANL AIG B SEEARARRAENE NAD FF—+ 2 ORRREMAT
ORI, MG, BT, GHA R, FE ORS, IHH 2, FIHES, ITEEL, G
e

214 XFXF subclass III SnRK2 D2 E LIS G AR L 723G b2 BT 5 B3-MAPKKK D%
OYSHERR, BrHE, AR, fE e, filERE, MR, s, MHbu3'dh, KIGHEE,
W E—

204 XF RF accession MIZBITHIEE T4 D 2 Bt AH = X 2
OFFREST, TUH WA, IRHE—, KGR

RNV B2 05 I T K FE R aod13 OREBERFAT
OWEPREL, WHEEE, ARG, HPREA, WG R, WHE—, KIGHER

AN 2B s COF 4 2557 2 7R HyPIP2,1 OV A Al L AR K& @M (Lp,) O Il

i
ORVEHIR, HIEEA

Ml=Bz%z [H=%:3E 10
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1aC08 Vigna marina\ZBVF HRA5H0 Na HEithE T I R7 2\ 227 /) 2727V
OKIEHEF, BPHETE, diIbk, SRFEMES, kR, S0 AR, P
1aC09 Vigna nakashimae O%"/ 27t > 7") 2 FOWEEVERY) 250 DI R E B O £ FE W REVEL T O B AR
#r
OftRRMEML, ANARE LI YRR, KAG
1aC10 M35 Vigna B AR B 28R FH AL 22 0 R R DML
OF B, —AR (5 ) BRE, Ak
1aDo01 HTHEIRAN T 2 RAR picl DHHE,
OHFEYW, WA, MERSE, AR
1aD02 |3l Oligouridylate binding protein 1b (UBP1b) involved in heat stress adaptation though mRNA
protection
OKentaro Nakaminami, Cam Chau Nguyen Thi, Akihiro Matsui, Motoaki Seki
1aD03 A BIOESIEAN 2B 5 ROS HEREDE S
O/NEFPHESR, FPAFIERE, U A, HE—, KGR
1aD04 Rl s s 28 Ak o B EfRAT
OHASE, HE—, WWHT A, BHE—, KABIER
1aD05 B HCR iR v 3B I 723 X X i e o0 2 e VRS AT
OfFHEHESE, ARG, AW H, WHE—, KIAHER
1aD06 HsfA1 IZBIERET IR S LB NS L2 28 Bt e &\ o 7z i A b s B 4 ) 5 5%
EREME—, AL, BEHZER, EIP—ml, Y, AEARE, VLI, R — i, WHE—, OK
TG
1aD07 BEHEE R A 72304 G- XF DREBIEAE T OIRFEVE 3 BRI B O fFAT
O, MAERRR, IROWwE, AINZE, FHESE, SRR, Ehm—H, GRmT
1aD08 204 XFAF DREBI#ALTF OMIRFHE 4 S H B A BEH R TR 85 5L (R T O B B fRAT
OMAMBERES, SRATHR, BRIIHEE, A — i, IRl
1aD09 T DL DEHNEFKDSLAI I COKIRE AR ORI 2251t
OMF=ES, FrARA
1aD10 WK BRI 8 S EEFEAR O DNA N—3—71 7 Ofat
OWHZES, F -Fs
1aE01 TRRREYE UDP- 7 Va— R 4- TEAT—EOMRE B E]
MECENE, IAMTERZE, WHE, SR, Mah—, O/NMIA
1aE02 ERF 7 )V—7"111d BXU Ille 773 —iz 5 N T-FEO W REMENT
OWABE, JuH R
1aE03 A 25 A OMEFE MBI B S GHT AV /N~ DA
OB —4, Ik mF, FHER
1aE04 AR HR R 2 L5 2 1A X XA BE DRI 14 - D22 L
OMEARKER, /INREE
1aE05 PUB-ARM # E3 )7/ —+ NOPPERABOL (3 FE AW B\ TR BE D 522/ L 72 I BRI AL
TCThD
OIKRBHRHS, #rEA, Christian Ganser, PG E 2, AIGAR, HiE®E— K T®@RH, Mz,
BT, A
1a806 |31 Cell Wall Remodeling during Rice Lateral Root Emergence
OLaura Bartley, Timothy Pegg, David Thomas, Fan Lin, Daniel Hayden
sx=E P=8%xz% [Fd=== 11
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1aE07

1aE08

1aF01

1aF02

1aF03

1aF04

1aF05

1aF06

1aF07

1aF08

1aF09

1aGO01

1aG02

1aG03

1aG04

1aG05

1aG06

1aG07

1aG08

Visualization of Living Plant Cell Wall at High Spatiotemporal Resolution
ONeval Yilmaz, Yutaka Kodama, Keiji Numata

Visualization of cell wall pH in Arabidopsis thaliana root by genetically encoded chemi-
luminescent indicator
OQuang Tran, Kenji Osabe, Takeharu Nagai

SOARF AFIZBIT LT 72y U BEANTG A S O R RE AT
EHEEE, SRS SR RN, HEER, OMAES

FEBEEE I Nostoc sp. HK-01 (2B 240 A KR Ei W B O A4 e AKIRAIE O 38 312 G- 2 e 28
OARKERR, FIBIES, SRS, BT, 48 BaE EAES

Identification of specific inhibitor for root-cutting response in Arabidopsis thaliana and
involvement of phytohormone response
OXu Kang, Masaaki Watahiki

AFD ABA |ZEDFESNDEEDOFE LI 2 BT BB &1 NAC #25.HF ONAC054 D% fE il il
&

O#YEHEZ, Gynheung An, #lE#M5—, Nam-Chon Paek

V7= AL B S ABA-RESPONSIVE KINASE SUBSTRATE 4 —vuz OfFjE
OMEER, HfGEF, ZHEF, SR, AT RA

BN B B4 AF T IRO L) VB 7 T T4 — AT
OFJIMEZHi, Jose Barrero, milf &, HluLAE, Scott Peck, Frank Gubler, f@l—I, M
o

SO RFAFIBIF B PIPSK 78 PIPSK8E PIPSK9DVERESENT
OF Mz, MgEEHf MRHE, HFiLsER

214 XFXF) PIP5K i#&fnT- B OFRE 5 b2 oW T
OEHEAT-, Romain Blanc-Mathieu, ## /182, MEEEILT fEAE, FILESR

Sugar influx via transporters enhances defense signaling
OKohji Yamada, Akira Mine

FIRINFE I DAVEF ) T INHOA R M D5 DOEZ LR R fRAT
OlmZe2, JWAEKRER, VHHAF, fBERE, LA, gz

F o RAFENBITBAYROIZ 2% F T o 7T o AR O HE A IR 52
OtksE, Amit Rai, H¥ sk, PERE, IWKED, FEMSFE

ZFZFVUINIBITE TIA AR OfEHT
OIUAREEKER, Dagny Grzech, #EIFELLT, Carlos E. Rodriguez-Lopez, Lorenzo Caputi, =A1&HE,
Sarah E. O" Connor

Recruitment of pathway-specific flavonoid B-ring hydroxylases for the independent generation
of soluble flavone C-glycosides and cell-wall-bound tricin-lignin
OPui Ying Lam, Yuki Tobimatsu, Toshiaki Umezawa, Clive Lo

M MIBIT B R O SRR AT
Ok FERZ WIGKE, 7TIAY—77—=—, EREOH

A XFRFNBIT B L -Substituted Alanine Synthase (BSAS) 81z T DOFEREMRMT
OWLEERS, Rz, JEBTDOR

AR NE IR R FEIESE (GAD3) OIIIVEY 1) kAR AL » DRERESRAT
OFRM—12, 0T

TNVH A RRER A 5N T NEF O AT
OJL 6, Chihong Song, FHRESRE, ks, RHELE, FHMFE, BEZ, FHME

FRSHE
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1aG09 X ATHON TR TUT AV BIOWERIZ BT S CYP716A518 LiCYPISE 1B FEInT-H
REDIFAT
O AREN, BT T YN, HRGT, BG BREHL T GARBSS, FIEBEceL, HEH R
ek
1aG10 3 Integrating platform to elucidate the key amino acid of CYP716 family enzymes in triterpenoid
biosynthesis
OJutapat Romsuk, Ery Odette Fukushima, Shuhei Yasumoto, Hikaru Seki, Toshiya Muranaka
1aG11 |3 Comparative analysis of different plant NADPH-cytochrome P450 reductase classes in
triterpenoid biosynthesis
OPramesti Istiandari, Shuhei Yasumoto, Ery Odette Fukushima, Hikaru Seki, Toshiya
Muranaka
1aHO1 Mo =72 W 5538 R BT 57 2 — N A B AR Co R BB 75 Lo AT
O, WEEl, FEBE, KWL SRR, kT, Sid, AR LT,
LRk
1aH02 3] WINDI has a potential to orchestrate pleiotropic responses after wounding
OAkira Iwase, Yuki Kondo, Anuphon Laohavisit, Arika Takebayashi, Momoko Ikeuchi, Keita
Matsuoka, Masashi Asahina, Nobutaka Mitsuda, Ken Shirasu, Hiroo Fukuda, Keiko Sugimoto
1aHO3 7755k Rorippa aquatical A SN EFHBVED A AN = XL DFEAT
ORBFHEZE, MIEY, AMRESE, PR, WAARE, AR, R A
1aH04 [3 A wounding-inducible WUSCHEL RELATED HOMEOBOX promotes callus formation via cell
wall modification
OMomoko Ikeuchi, Akira Iwase, Keiko Sugimoto
1aH05 |2 Analyses of cellular plasticity in Arabidopsis leaf protoplasts.
OYuki Sakamoto, Takamasa Suzuki, Keiko Sugimoto
1aH06 UL XF AT D 24-D FFESIVAO L E T A RERITENZ BT 2 A TAA OIZEIOfFEHT
KMAL, AR, ORIk
1aHO7 A XF A BT DIIRIE R 55 A BN T O
O¥AR R, FREMCT, RN, SEEEE, $HARFE, MksEK
1aHO8 FEWY EGNEAR HOARE STERZ BT D ARFS IKAE AR B @ 5642 A = A LD RE -
OFFARICG, HHEE, EiE—ER
1aH09 Va7 PXY/TDR S HRIEHEE AR ERB O TE A 132
OJIEHZEZ, Stig Andersen, Jens Stougaard
1aH10 |3 Manipulation of root developmental regulation by plant immunity and associated microbiota
ORyohei Thomas Nakano, Tamara Gigolashvili, Paul Schulze-Lefert
1aH11 3 Signaling During Parasitic Plant Haustorium Formation
OMaxwell Robert Fishman, Anuphon Laohavisit, Sarah Christina Stolze, Hirofumi Nakagami,
Ken Shirasu
— 1 HAF# GHI19H (K) 13:45~16:45)
1pA01 FkE 2T INEF AZBIF B PGRLL DAL AT
OFlEHT, wlfErR, HAEET, AhkE— AR, Tl
1pA02 3l Photosynthetic Electron Transport Regulation in Microalgae
OMichael Hippler, Laura Mosebach, Shin-ichiro Ozawa, Yuichiro Takahashi, Felix Buchert
RIRSEE :E|$§3E:|—l Ezﬁgg 13



(Fm) SO S-S S @ O E 28

1pA03

1pA04

1pA05

1pA06

1pA07

1pA08

1pA09

1pCo01

1pCo02

1pC03

1pCo4

1pCo5

1pCo06

1pCo07

1pCo8

1pD01

1pD02

1pD03

Chemical crosslinking combined with mass spectrometric analyses revealed dynamic
photosynthetic membrane protein complex interactions.
OShin-ichiro Ozawa, Philipp Gébelein, Felix Buchert, Laura Mosebach, Susan Hawat, Martin
Scholz, Wataru Sakamoto, Michael Hippler

BceiC BEEIC LA S/ 007 0V aZFERD 13 207 AR S AVAR Z WAL IR 535 ST
ORFL T, SF3EH, RE M, K3y

CS MICEHM TNV IVEHED DN T UFraa 71V e BXO d FERIREW O ML
OFHZEA, ATHEA BHR, HOE, AR E Rk

Expression Profiling of Chlorophyll Biosynthesis Pathways in Chlorophyll b-Lacking Mutants of
Rice (Oryza sativa L.)
OMinh Khiem Nguyen, Chi-Ming Yang

AL I SUGHULS > 737 B D2 O C RimFREEDU I LB IRFRIEEANDRHE
OB, B, SEH—H

SOA XF RFDFFURFT Y md(Trx m4) 12 PGRS/PGRLL A7 DAL FE R 1 5 A7)0 7 B FA5ES
HIHT 2
ORI, AAGHE

204 XJAXF PsbQ-like protein 3 1ZZEREA NDH A KOG THE A5 35
AINELF-, BT, ERER], Ot RED

Potential role of acetate in enhancing tolerance in Lens culinaris against multiple abiotic
stresses
OMd. Shahadat Hossain, Masayuki Fujita

78 AR B IR BT BT VI A O L 14
Ol (k) &, AL T, K&Z

UL XFRAFIZBT B AHAZOZE R\ X AH = r Vit 5.
OTGH#A, 7, e

F =77 =L B RO T A AR 1L, MR Z RO IR TOLNa XTIV o A & #]
35
OffI K48, Ekaterina Merkulova, Loreto Naya, Masclaux-DaubresseCéline, 354647

THARXF ZFNIBT D bHLHIL 5 R T2 AL 7= 8K A GBS 0 i B
OFFE FRER, NARIESE, &k, =R, B

YO X A DE G AV RO 55 TR R AT
O=REHE, MR, WA, KIGHHE, SHE—

R 73 FERIR O M A S 25 A FIC R AN ADEE
O, KIAE, FRE, PR, TRAE HAED, PASe, SR —, I
%

e HE R F- T D RAPTORIB OFERE R ARIIRAY A TORMY O EARPEANHIZ#2A19 %
O fkmt, =T

VI RIAZBU BACST B PR E B B O
OMAL—AB, Fks, i, WHER

Mechanosensitive channel genes of a stem parasitic plant, Cuscuta campestris , and their
expression during haustorium initiation
OJihwan Park, Koh Aoki

A RFI R 23 A4 SR COTE EAEY) OMINE 4322 BE 8L e o B A - O S BB IN I DAL
BAITER L2
OWARKER, FAE

FRSHE

Fl=8%E [@=z=% 14



(Fm) SO S-S S @ O E 28

1pD04 DNA IS E A HIEH T 2 AN L7 2T VAL R OFEREFFAT
Ok, Zeestiflk, HHIEH
1pD05 =l A mechanism of precise termination of root hair growth
OMichitaro Shibata, Ayako Kawamura, Keiko Sugimoto
1pD06 2L XF AF OV A BB AH T — AERE O E R R iR oW T
O I AHE, i, Nguyentan Anh Nhi, Z8Z8it, ML AR
1pD07 TEACTRBED A A DI T — @ LR R LA ETHS
OB 5as:, HIEAW, S—krENTr, ZbyFa=—
1pD08 AR BT A2 1
OllgiEE, KRFREGL, SEEA, RS, R
1pD09 3l Gene expression patterns predict leaf temperature
ODaisuke Kyogoku, Yoichi Hashida, Suguru E. Tanaka, Naoya Mori, Hiroyuki Watanabe,
Atsushi J. Nagano
1pE01 Va7 NLP $55 H F I ZAE R 26 B L CRURLE ) 1 AR 4l 5%
OTVGHWUAR, S5ARZAE, FREE R, TPocEdd, s, NERET, ZHEE, NOERR, HEih
57
1pE02 TR ZIG 2 L 7oA 3 A D3N LA R D B sAAZ 35 37 277 NRSYM3 OfRAfT
O= @O, VIR, $AE, e, BocdEtk, SR, IR, NEERR], Hi
ik
1pE03 AT D AT 30 7 N LA R 1 2 LA AR R LR 0 3 58 14 0 7 BH
ORI, NITIEH
1pE04 Mo B A S L7ARR R O R HLEE 7 £ — RNy 2 HI R 2B ALY 27 miR2111 BB ARE R
T DFEREIEAT o
OKREBE A, EREAL, JIHEAR
1pE05 v as PUCHIDOHKIE BB R BT A1 E
OAEZREF#L, NITTIEARE], FRak
1pE06 ATU—=VT YNNG VAT 25— LD A O il )
OWMGFBAIA, FIMGHE=, HA0L, AR, A, mHEW, FEE, KILEMN, MEER,
i
1pE07 AB-GALFA % 7220070 & ST A O i
OHlithc, ABIER, RE—IE, 8ARFA, AR, A, WHE T REEL, TR
EEREZ
1pE08 2]  Charting the co-transcriptomes of plants and the plant microbiota
OTatsuya Nobori, Yu Cao, Eik Dahms, Ruben Garrido-Oter, Eric Kemen, Kenichi Tsuda
1pE09 |3 Insights into the mechanisms involved in the improvement of yields and quality of Rice
exposed to volatile compounds emitted by phytopathogens under climate change Scenarios
OMarouane Baslam, Kimiko Itoh, Kentaro Kaneko, Kana Furuki, Sumire Rikimaru, Hideyuki
Takahashi, Edurne Baroja-Fernandez, Jose Francisco Munoz, Mohammad-Reza Hajirezaei,
Karel Dolezal, Javier Pozueta-Romero, Toshiaki Mitsui
1pFo01 JUARFAFOEMIGIHIZBIT S BR AEABIIH LI 2 2 AL TiES A,
ORI, ¥ 5 HE—Hp
1pF02 753 ) ATUAR (BR) DA A ix BT 28 i 5 K T BHB1 Of#AT
OEANEAL, HHIEFIRS, HhiE—1, mimEl] e 1 Eahwak, SRk, hEFkEE,
¥ NS
sx=Z PM=B#x3= [H==E 15



(Fm) SO S-S S @ O E 28

1pF03

1pF04

1pFo05

1pF06

1pF07

1pF08

1pF09

1pGO01

1pG02

1pG03

1pG04

1pG05

1pGo6

1pG07

1pGo08

1pG09

1pG10

1pHO1

TTY I ATAARY T F NV ES 55 W7 F F O RE AT
Ok, KMAL, &/ T, MAE®R, BEE FFEE BORL, MRt EHkAkk, B
JCFEME, ZHEE, LB, MEBG, G, ST, KAEE, O TIEE, S,
AEMHEA

FEEBRE AR Y = % F W72 R R 7 T R B A5 O ER
O/MbRagEsE, B S, MARORER, 1S A

ROWRER LTI LBRIRART T ROFEMT
O %, Kumarswamyreddy Nandarapu, ZHT-, Jeffrey W. Bode, Wolf B. Frommer, X
A, PHER

P2 BIT 5 mRNA O & EEF—T7 D[ %E
ORRE— FIFKE, EIHE, SR, FHIIEH

A7t — B AV IS BRI O N B O AT
HARMIE, HPEE, WERE, BARS REZEHE, OEfEE

FRO5 ZEARRN BT DIV AR = NARD HE R
OB Hi— WARER Wi, Ambara Pradipta

Leucine-rich repeat receptor-like kinases mediate quinone perception in plants
OAnuphon Laohavisit, Takanori Wakatake, Nobuaki Ishihama, Hugh Mulvey, Kaori
Takizawa, Takamasa Suzuki, Ken Shirasu

T2 o aF o Ao 2
OFTFIH, MERER, JEETOM, IR, RF2, AR

ARZBIF DT NSRBI T 7 ANT LD 2 R RED BRI RHT

775 RHEYFE B. oleracea O K Z It & D fRHT
OWTEEXR, IS, SAF—FR77 Y, TIAY—T7—=—, E#RLOR, EEZ

Glucosinolate Breakdown Regulated by “Atypical” Thioglucosidases Initiates Unique Sulfur
Catabolism.
ORui Li, Ryosuke Sugiyama, Ayuko Kuwahara, Masami Yokota Hirai

AR A EER > 0 = > ORISR Z B 53 A 70 W B B 01 DI
Ogeze, WKW, M=, THEL, WIIEE, EEHE SEAMW, AR HER A
E, Rilg—1

AZRO— AR5 3 ALE WG v AR —5 — DR BT
OWEPR e, IIEsE, SRER, S, 23 Kig—0

Physico-Chemical and cooking quality characteristics: A comparative study of some salt
tolerant, drought tolerant and land races of rice genotypes
OMahbuba Khatoon, MD. Tariqul Islam, MD. Imtiaz Uddin

TRAE) Y B DAL TS G A = X LD FENT
RARE—S, AR, FEIGHE=, AZARER, WS, EOE T, HmELsE MIOEeE £V
YLK, Hig#k, OWEE%
G ENDPERIL 7 TR/ ARDEBRALIR B HER OV = AL S WITE 2 REx F o
OBARE—, lHEF, BELE, EE—
Eucalyptus camaldulensish¥ &L MK %S > = > OFELE T NVI= 24535 RERFA
OMEIE, $AB—, M, Bt FEGZ
Yo7 OG5 ERERC BT A CLE X7 FREF—F 2 X DB 5L oo il £
OFIAEFH, SR, BARET, ERME

FRSHE

M=g+z= [EH=-%= 16



(Fm) SO S-S S @ O E 28

1pHO02 =% MpRbohA (25% ROS A Biid TH 73 2k 2B AR /3 2L - Lo flECEIH 2
ORGANIE, IEHER, HHHEER, EARKE, &I, RS, FwiEE—, WNZZ, P
=g

1pHO3 JU—F )N CHH P SN B =07 OV A BT 557 3 3 — o L TR R EE
O#5ARF5 L, Jill Harrison, WEFTIER, N2z, FHltE—

1pH04 ALOG $55. N ¥ TAWAWAILZL AYUH AT B CEs R e 5 bz Hl 5%

OFAHME, HIEH—, MEARESR, BIRET

1pHO5 Y =T AMP1 BXU CYPT8 BELZ DA —F T VIR EE A AT A RIZ BT A1 EE
ORIE®Y, $ARFHE, Mmacs, WMosm, RHEH T, fHiEE—, WRFE2

1pHO06 DAY ARITE T D B HE O A il 2 3 BT TOVIRAT
OXBER, BILGkE

1pHO7 AFRZETHR) AT DB DY RIVE S LT F IUEZEDAA—T 0T
OfFEEH T, WAFE, kR THEZ

1pHO08 A% ETTIN AR+ O T CE T ZAMRIE e 28 3% K 1 HEOPRE
OBF IR F

1pH09 BES/BZR $x5 K F D417 Bt oS Mg fEFF O B R 2 /) F &€
O IRZ, BREEN, PR, TP, =0, ErrseT, BEan, K, M A,
R, e

1pH10 IS L SIZB D B8 2 S B D 45 AL I [ 52 Dk
OWiAR®E =, HiI &

1pH11 ARG 53 B O IEVER AN BT CLVI/BAM AR F - —E B (n T HEII A IR 2 o5 E%1H
OfHEE, EitE—p

1pH12 FHUNRIZBIT 2/ MaERTE SNARE &0/ B o1 E]

OF i, R, HA6%0
— 2 HE’ra1 (3H20H (4) 9:00~11:30)

2aA01 Rubisco & Rubisco activase ORI F A A AN E BRI -2 %2
OB WEIL, SR, HEHEL, HEE

2aA02 AR TR Z AW BBk 33551280 F % Rubisco #8324 FE A 0 4 [ O 3R SR
OFBitl, AILCE, BElESR, FSE EEE), FARTE, ANaER, HElkEL, A2,
SEARMEZ, /NRFEL, BIEE, AR

2aA03 Rubisco A FEA A2 BT Flavodiiron Proteins(FLVs) 135668 BB T R 2% FE T
OFMGHE, HEHEL, FIHED, SARKE, LRz, BNFRE, HEE

2aA04 AFETLFIIBIT BIA DU EEIS 2 DE
OBBERME, wARKE, MEEL, K

2aA05 3] Plastid encoded over-expression of Rubisco activase in Nicotiana tabacum for improved

photosynthesis and biomass-related traits
OShamitha Rao Morey, Mieko Higuchi-Takeuchi, Masaki Odahara, Keiji Numata

2aA06 = Bioengineered Rhodovulum sulfiodophilum for Bioplastic and Spider Silk Production
OChoon Pin Foong, Mieko Higuchi-Takeuchi, Keiji Numata

2aA07 15 CO2 BREE F COA NG A ZHiE/ NI B LI E %S > 737 B D%

OSHE, BfEdAN, FRILE

sxsE P=B%E [E=5%F 17



(Fm) SO S-S S @ O E 28

2aA08

2aA09

2aB01

2aB02

2aB03

2aB04

2aB05

2aB06

2aB07

2aB08

2aB09

2aB10

2aCo01

2aC02

2aC03

2aC04

2aC05

2UARXF AT Acetyl-CoA Carboxylase 1722 FARDITR T VIV IEHKEZ T 7 F 77 Em D _E 51,
CO ALy A [A] FEE5
OPMHZE %, wfals, Bt wWEEKRE, S5, KT, FinE
BSD2 1AL G VE AT Z R IC PR EALL, Jea G e igiE 34
Florian, A Busch, &7k, @EHE—, K5, Sara E. Milward, Pk, FHBE, &R,
B, RTEAL SARE, AR, OBHHtL

UL RF AFIZ BT LB Calt A x—Dv s
OFRFER], 2 HIE il

HOE At — UnaG 2 WA COVE L DFATRNWA A—=T 0T
OfI—4, #HSE, =k, BHER, BES

RNA RYAT—H I L) 2V EALBHIDTATA A=V AT OB 5E
O A, M, FIEH, BEME, LR TREW, AR kIR

iTOMEI OB FE &It H
OWAFE, AARRE, WA, g, L%, WiEE— mMAFZ, k3R

Raman Microscopy for Real-time Multiplex Metabolic Imaging in Plants
OSimon Sau Yin Law, Yutaka Kodama, Keiji Numata

Simultaneous introduction of multiple biomacromolecules into plant cell mediated by cell-
penetrating peptide nanocarrier
OChonprakun Thagun, Yutaka Kodama, Keiji Numata

PRRELE T TFRIZEDA A, 33, 77 DFEFRARTE E i
O/NHIEERS, GOHIE, SR 7, BURHR, R R, HHER

PICsome I L 7-KEM I ~ DO i 2 AT 4
OB, WRRe, TR, NHFEES, HHER

RAP #7°& PMab-2 Hufk - fPAIaIc B Co o X BiRe . By 73 AT A
O=iisltif, HFHIH, &35, Mk

BN AN AR R SR I 7o ) 20— VTR OV R
SR, KR, NERE, g, HIORE, SirE s, A, Bk, O
B EimED

IR EIAADIT VA T M= LA T 2 EE LA R ERN THS
OFES, AHME, JIHE (NIF) KREL MR, BIEE, KT

204 f ZFNHE IR 21 59 2L KT AV BLEF O[] &
OffiEZ3, SoARER, AR, BHAOE, BAG, AT, KBRS, BN, RS,
EARE FLoA=y T, AAYTLoI A, NUVr—F4, BEY, ALEE, flEs

Preventing Submerge-Triggered Ammonium Toxicity- Mechanism of Inhibition of Ammonium
Transporter activity in Arabidopsis
Hui-Yu Chen, Hung-Yu Wang, Chen Yen-Ning, Zong-Ta Liu, Wolf B. Frommer, OCheng-Hsun
Ho

Functional and Molecular Characterization of MYB71 and MYB79 Transcription Factors in
Arabidopsis
(OZarnab Ahmad, Khurram Bashir, Junko Ishida, Akihisa Shinozawa, Teruaki Taji, Satoshi
Takahashi, Bushra Rashid, Tayyab Husnain, Motoaki Seki
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