(FHa) SO S-S S @O E S

EccmANEYERESZRFR JOTS L(BESEIR)
2025/1/16 43E8

* TEFRNTTEWIREERSEIE S TRIELTBY £3, BESFEIIOVWTL, &
HEEZH# O [F=English Fl=Japanese TIHERT &\,

*HOE - M - BEAARFOBIEICIINISAZLP»REFTOT, MET TR
S\,

&
r=n
=1
-
R

=2,k

K
/

%ﬁl#l
B

2025 4 3 J1 15 H (1) 16:30~18:30

A01 HAKE Y A Bl ) B = 2 VB B REY OO A 1 A il 1) DA L 2 B 5~ 2 i 52

OMNZEZ

A02 HAKE Y A Bl 2320 B W DIE D EALHIEH O 25 FBEkE O i BH
OB HE

A03 HAHE ) A B A 8RN B R AR B2 DY) [ S A7 A BUE DS K &S T
OB 11 R3]

A04 FIAHAY) A BRSS9  © S DA 3E A AR O TF 72
Ot H Bl

A05 HIAAE ) A PR S SR B, A O s R R B L 2B 3 200 TR OF 2t
OREHA

A06 FASAR M A B2 208 - SO SR B AN AL B R AR B A 0 A = X 2 Jif i
OB

A07 PCP Best Paper Award : 4D B $E, Al SCHREGAHE, BIOW I LHEMZ A7 Eh ool x
F AT AR B Al s L B R A R B REOAE o
OB, MEH, K, Ka5E% KRAIZE, Zeping Den, FKIBF, EIUETF, THEET,
BEBNA, BARMRES, fRREE, BULE

RSB n:E|$§1|—:li Ezﬁgg I



(FHa) SO S-S S @O E S

202543 H14 H (£) 9:30~12:25

< Intercellular and Inter-organismal Communication

S01-1 [3 Brassinosteroids in Transit: The Role of Short-Distance Transport in Maintaining

Brassinosteroid Homeostasis
OEugenia Russinova

S01-2 [3 Cell-to-cell communication in Sexual Reproduction
OTetsuya Higashiyama

S01-3 [3 The form of plant vascular biology to come
OKoh Aoki, Yuki Kondo, Michitaka Notaguchi, Misato Ohtani, Masatsugu Toyota, Masashi
Asahina, Tomomichi Fujita, Tomoyuki Furuya, Takahiro Hamada, Kensuke Kawade, Ken-ichi
Kurotani, Kazuki Motomura, Kyoko Ohashi-Ito

S01-4 I3 The biology of parasitic plants - kin recognition in plant-plant interactions
(OSatoko Yoshida

S01-5 [3 Local and systemic regulation of nodulation in Medicago truncatula
OFlorian Frugier

2025 4 3 H 14 H (%) 9:30~12:30

¢ To be or not to be: intricate controls on developmental fate determination

S02-1 [3l START domains generate paralog-specific regulons from a single network architecture
OAman Husbands

S02-2 [3l  Vascular cell fate bifurcation: Xylem or Phloem?
Shunji Shimadzu, OYuki Kondo

S02-3 [3 Florigen relay in rice shoot apical meristem
Moeko Sato, OHiroyuki Tsuji

S02-4 [3 Co-option and neofunctionalization of stomatal executors for defense against herbivores in
Brassicales
(OMakoto Shirakawa

S02-5 [3l Mechanical interactions between tissue layers underlie plant morphogenesis
ODaniel Kierzkowski, Sylvia Silveira, Loann Collet, Sahil Haque, Luc Lapierre, Agnieszka
Bagniewska-Zadworna, Frederick Gosselin, Richard Simon Smith, Anne-Lise Routier-
Kierzkowska

S02-6 I3 Modelling growth constraints of plant organ shape and arrangement
OKoichi Fujimoto, Naoya Kamamoto, Motohiro Fujiwara

S02-7 [ Cell fate specification and self-organization during shoot regeneration
OMomoko Tkeuchi, Yuki Doll
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2025 4£ 3 14 H (%) 9:30~12:30

& New horizon of plant cell biology: novel insights into organization, dynamics, and functions of
plant cell cortex

S03-1

S03-2

S03-3

S03-4

S03-5

S03-6

Polaritome: Proteomic identification of cell polarization factors in plants
OAKkira Yoshinari

The role of motor-mediated intracellular transport in de novo formation of the plant cell cortex
OMoe Yamada

Microtubule nucleation apparatus in plant cells
OMasayoshi Nakamura

Control of plasma membrane-associated actin polymerization specifies the pattern of the cell
wall in xylem vessels
OSaku Kijima, Takema Sasaki, Yuichiro Kikushima, Daisuke Inoue, Shingo Sakamoto, Yuki
Kondo, Soichi Inagaki, Masatoshi Yamaguchi, Nobutaka Mitsuda, Yoshihisa Oda

Temporal changes in surface tension guide the accurate asymmetric division of Arabidopsis
zygotes
OSatoru Tsugawa, Zichen Kang, Sakumi Nakagawa, Hikari Matsumoto, Yukitaka Ishimoto,
Tomonobu Nonoyama, Yuga Hanaki, Minako Ueda

The regulatory platform for auxin transport at the cell cortex determined by organelle position
OMiyo T. Morita, Shogo Mori, Hiromasa Shikata, Takeshi Nishimura

2025 4E 3 H 14 H (4) 14:00~16:45

¢ Underground Chatter: The hidden but lively exchange at the root-soil interface

S04-1

S04-2

S04-3

S04-4

S04-5

Pipecolic Acid at the Crossroads: Orchestrating Microbiota Dynamics and Immunity Along the
Root-Shoot Axis
Ruidong Huang, Yuxin Ren, OKenichi Tsuda

The role of root immunity in root-commensal interactions
ORyohei Thomas Nakano

Root-Nematode interaction: How do cyst nematodes regulate the host system?
OMina Ohtsu

Molecular evolution of plant NLR immune receptors to recognize pathogens
OHiroaki Adachi

Root immune components mediate microbiome feedbacks in Arabidopsis
OKlaus Schlaeppi

202543 H 14 H (4) 14:00~16:45

¢ Toward Elucidating PHYTOCOSM: Multiscale Symbioses Between Photosynthetic and
Heterotrophic Organisms on Earth

S05-1 [3l Regulation of root symbioses in legumes
OMakoto Hayashi
S05-2 [3 Toward understanding the mechanisms of nutrient exchange between plants, fungi, and
bacteria within root systems
OKei Hiruma
sx=Z PM=B#x3= [H==E 3
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sos-3 [

S05-4
S05-5
Sos-6 [

Phosphate transport and response mechanisms revealed by micro-regional tracer imaging
OSatomi Kanno
T7ANIZALIZBT BLEWENRED W HULIZIENT 72 A7 RO 37 ADTE
OB, HITH%
BB NI TI)T BNAET BIANVAIRG U 7 F b oAV ADAIHAE I BT 2B P
VAT A
ORNFZE

Adaptation of aquatic microbes to oligotrophic environments through photosymbiosis
OShin-ya Miyagishima, Ayumi Sato, Kaoru Okada

202543 H15 H (1) 9:00~11:50

<& Multi-signal processing mechanisms: how plants simultaneously deal with different stimuli?

S06-1 3
so6-2 [
so6-3 [
So6-4 [
so6-5 [
so6-6 [

The regulatory mechanism of plasma membrane H-ATPase activity through multi-signal
processing in light-induced stomatal opening
(OSaashia Fuji, Atsushi Takemiya

Phosphoproteomic screening for Raf36 substrates to elucidate the growth-stress tradeoff in
Arabidopsis
OHinano Takase, Aina Nagano, Yoshiaki Kamiyama, Kota Yamashita, Sotaro Katagiri,
Yangdan Li, Taishi Umezawa

Comparative analysis identified deeply conserved mediators of rapid signaling
ODolf Weijers

Multi-signal processing of growth-promoting and stress-derived cues through granule formation
of the B4 Raf-like kinase PRAF
ORyuichi Nishihama, Shota Yamauchi

Evolution and Divergence of ABA Signaling Regulation Through the Ethylene Receptor/RAF
Complex
OYoichi Sakata

Secrets of signalling specificity and crosstalk
OYan Ma

2025 4£ 3115 H (1) 9:00~12:00

¢ Advanced plant -omics in plant sustainability and environmental resilience

so7-1 [
so7-2 [
so7-3 [
so7-4 [

A spatial understanding of metabolic cooperation between plastids and ER in plant seed oil
accumulation
OYuki Nakamura, Van Nguyen, Nifia Alyssa M Barroga, Artik Elisa Angkawijaya

Lipid rhytmicity in Arabidopsis thaliana leaves and its importance in plant growth control
OArtik Elisa Angkawijaya, Van Nguyen, Katharina Gutbrod, Helga Peisker, Peter Dérmann,
Yuki Nakamura

Lipidomic dynamics in duckweeds under abiotic stress conditions
OYasuyo Yamaoka

Detecting the Interplay Between DNA Methylation and Lipid Production in Plants
Jo-Wei Hsieh, Kuan-Lin Chen, Chia-Yen Wu, Van Nguyen, Anh H. Ngo, Nguyen M. Linh,
Kuan-Ting Hsin, Yuki Nakamura, OPaoyang Chen

fgx=E W=-0%z [H=-%% 4
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S07-5 [3l The unique biological properties of AGO1 reveal the autonomy of gene regulation in RNA
silencing
(OShih-Shun Lin, Zhao-Jun Pan, Wei-Lun Wei, Phuong-Anh Tran

S07-6 [3 Epigenetic-Driven Synergistic Regulation of Transposons in Arabidopsis
OJo-Wei Hsieh, Ming-Ren Yen, Fuyu Hung, Keqgiang Wu, Paoyang Chen

S07-7 [l Auxin fluctuation and PIN polarization in moss leaf cell reprogramming
OHan Tang, Jiri Friml

S07-8 I3l Single-cell transcriptomics unveils xylem cell development and evolution
Chia-Chun Tung, Shang-Che Kuo, Chia-Ling Yang, Jhong-He Yu, Chia-En Huang, Pin-Chien
Liou, Ying-Hsuan Sun, Peng Shuai, Jung-Chen Su, Chuan Ku, OYing-Chung Jimmy Lin

S07-9 [3 Divergence in Plasmodesmata Composition: A Proteomic Analysis Reveals Low Conservation
Between Marchantia and Arabidopsis
OKuan Ju Lu, Hui Yu Chang

2025 4£ 3 J1 15 H (1) 9:00~12:00

O FHEOGEEY - VAR T
The Symposium of Phototrophic Microorganisms
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OK %%

S08-2 ST I TI)TIZBT D IACERIRTENEY > 737 E DR B A5 £
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OBWRET, WA - AREE T, KEEE

S08-4 ST INTTFI)T Acaryochloris marina NIES2412 O £ 3T HE K 50757

OFEIFRAL
S08-5 GG B AR E O PN Z LD B R A R T ORI SR B IO R L T LD B
PRk

O=FMOR, SHEM, Sk

S08-6 S4B A ¥ The Circadian Clock
OFEN—1k

S08-7 A dr G R D IELL
OMEME, VEIEIEEYY, BWathif, EHEIL

S08-8 MBI 2006 IR It i t R AR se D S Ak
TR ZEERR, OMIIFERS

2025 4 3 J116 H (H) 9:00~12:00

o HBNVET VT FEE RO R

Singularity of the research on light-harvesting antenna complexes

S09-1 KRR S B DENS AT MDA AN = X LH PE S D70 DF RS 7 71—
O& B, WK, Daekyung Lee, A —, Heetae Kim, AT, 1LIAKE, &)1

$09-2 53 A LR AR TIRAT T 00 A R A R D BB AT = A 2
B, KRR, 20 EE, LRS-, OB
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O/, BN, DEHET

S09-5 HEBIOHAT AISEL THIBSWAEE D 71a8)y — 4
AATEEEE, B, BRE, Ma%, OLEA

$09-6 )AL T /30T T D748 — AOFERELZE
FHASE, A, N5, RN, R, AN EE, AL, OFEL%E

S09-7 FHNET > T T EEED in vitro fEF2 HIEL 72 DNA /A i (R0 H i
O HsH], IMAEUEK, LTk ZSr, Peng Lin, I

2025 4 3 116 H (H) 9:00~12:00

¢ Spatial sensing, design, production control and functional analysis of plant molecules

S10-1 [3 Spatiotemporal Imaging of Volatile Molecules Emitted from Plants into the Atmosphere
OKanako Sekimoto

S10-2 [l Molecular mechanisms of carbon dioxide sensing and signal transduction in plants
OYohei Takahashi

S10-3 [3 Mechanistic Investigation and Functional Modification of Terpene Cyclases and Oxidases using
Computational Chemistry
OHajime Sato

S10-4 [3l Metabolic engineering of plant-specialized metabolism based on the diversified regulatory
mechanisms
OYasuyuki Yamada

S10-5 [3 Integrated analysis of the cell wall-cuticle continuum: relationship between chemical structure,
composition and transcriptional regulation
OYoshimi Oshima

S10-6 [3 Development of an artificial control system for seed germination: the application of germination-
suppressing factors broken by the germination-inducing chemical
OKosuke Fukui
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202543 H14 H (£) 9:30~12:30

1aA01 3 Structure of a photosystem II - FCPII supercomplex from haptophyte reveals a new antenna
organization
ORomain La Rocca, Koji Kato, Pi-Cheng Tsai, Yoshiki Nakajima, Fusamichi Akita, Jian-Ren
Shen
1aA02 |3  New Energy transfer pathway between Lhca8 and Psa] in a green algal photosystem I-LHCI
supercomplex revealed by its atomic structural analysis
OPi-Cheng Tsai, Koji Kato, Jian-Ren Shen, Fusamichi Akita
1aA03 FoFay T S EERIZBT SRR LTHC DSBS HET
O/ EE T, BRI, )14
1aA04 RS T CONDMEL O OEALBISIZBI D AT — NER O E]
OABRHEN, &RE, AT, THTA, FH
1aA05 3 Physiological and molecular characterization of rice (Oryza sativa) mutants and landraces for
cold tolerance
OMahbuba Khatoon, Shahin Imran
1aA06 HEPEEEME Chaetoceros gracilis DYk CO, \ZIBELIZENM B FES VT ED)ET) 07
OWFTEE, REiRRE, R, T saoRf@s, AT, Eane, RO, FHE SRR
1aA07 DI AIINIBIT D Lhex 72737 B A L7 e m e b o ik &
OREIREE, FORIGE, SRR, T, BWINZEA, B, SR, AIHT, 3 CGEF5)
GEET, TP, EERAR
1aA08 3 Physiological function and assembly of the large PSI-LHCI supercomplex in the diatom
Chaetoceros gracilis
OJian Xing, Minoru Kumazawa, Seiji Akimoto, Shoko Tsuji, Noriko Ishikawa, Kentaro Ifuku
1aA09 Acaryochloris marina FHRIALFF 11 7007 OV S EBEVED 24 A 53 RGeS 1 AT
Ol L, EAR CRE) SBY, #iE () KT, #F b GETE) SdT, FHEZ, HEEREE
KABTR, BRI
1aA10 ki R LHCII ORREN K OS2 S D DIF E Ot 2 O RER RS
ORFME—FF, INEFZ432E, I—)b 7R a— a~N)Vh 7Tb—/, &B3E 81, = HNT, 4508 E,
FHR A0, EEs—, SRR, T
1aAll MHEOKEE A FTHL 7+ F Akk#EF a7 F > 3IFa (Dichotomosiphon tuberosus) OYGE RIS
(EE i
B —RB, /NREE—, OEHET
1aB01 WAL ar iy =2/ ® RGF +—u2 - MpRGF O FEMAT
OfEEFEL, dikTa, RIS BHLHE £55%5E SHERE, HiRE—, EE—0
1aB02 3l TPDI Peptide Signaling Regulates Thallus Development in the Liverwort Marchantia
polymorpha
(OChihiro Furumizu, Hidefumi Shinohara, Mio Sasaki, Shinichiro Sawa
1aB03 Y= 555k IC B 5 EPIDERMAL PATTERNING FACTOR & {7 MpEPFEFLZ2 OFEREMRHT
OFHHE, MH=ERE, A%, MNZEZ, HikE—
sx=Z PM=B#x3= [H==E 7
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1aB04 HEALINARAFENTZ T DT L by BEANLKE B 5 2/ Tdhd RLE WX =T 712 B Al Y 428 B 38412
WETHDH
OB HBERER, FEkMEZ, WA, Wz, EAEmA, EiEE, WHE GEARE, B
i,
1aB05 HIRA 2L 7z ANASE O KIS =T OF AT %
OAKE A, Marco Schindler, Barbara Da Costa, Frederic Berger
1aB06 Y)Y = I OREY R SO A3 5 R2R3-MYB Bz 5 ] F- 0B gk
WIEMZET, MRS, HhimsE, EIeal, AR, OaIGAR
1aB07 =37 ® R2R3-MYB #z5. K7 SHOT GLASS 13522l E BLOE AL E O KAt $ 5
Ol A, wRIESE, W5, IR E, AR, R, A
1aB08 oI o3k Ex 95 ROS %S  KiR 75 A~ ois HIZI) ¢
INTFEEE, PRRE T, BAE R, PR EGERE, b oA, BAEE, HH—& AR,
OFg s
1aB09 2TV RNA-seq IBHTICE AT 74L T O 5 B OB £ R O F 2 L o T RO E
O ERE, W2, R —
1aB10 Amborella DTV AT =27 =5 % A7 TN B HIEDOFEA AN = X LD AT 5
fif7e
Olde=k, AT EE, VLMY, Ean—
1aB11 HENUZBIFBMIRG 2 FoN— N NEOTEREER | EHRBIU VIl —Tar a2 aLme
OFX =, b L Bas—
1aB12 2K RNA-Seq I2XA4 B IR DA RO IS4 MR G- 2 DB O
OBEFH3E, NIRRT, R
1aCo01 WO RIS Sy — 2RI 57 7 F > BAMME K T O T
OBy B —H8, HIEA A, 4R, /INHEA
1aC02 FNADFED—BIWFEEBRE A ERIF LY XIDTATAA=DL T
O/NEIR, &k HAs
1aCo03 T BIOHINANA A—D o X BB =T 33> XT OREREIRAT
OPIMRSL, aEEE, AR, EmEE, 8k
1aCo04 INBEREIA RA T CINIF L S EALF D) BTA R[5 58 LM P 2 F-HE RE AT
OfHET, &k Htst
1aC05 BB BTN T FECE O FEA 5 H
O FIfM, kT BREE, BEKM
1aC06 e A1 BRI R B DR e AL
OB HIFR, SARZA, sFRER, AMAETY, R, B, WiRE—, WNFE 2, EHET
VDR, FHEST, TR S
1aCo07 THAXF ZFEEIZB WG ER AL R 9 270077 Y =~ DA K -0 B -
O BEHR, HEER—E, A, FIEE, FREM, R
1aCo08 BAIGHBBEICBO T 77— 2 FiE 5
BAE—, MR, WS, N —, BHZE OREEARS, FEoAREE, M2em—, &,
FHEPHBE Y, R AE, A6, BHE#
1aC09 EAH AT BT =77 D= RIBRE CHE SN A LB L O fif#T
O Ef&T HE—, HAGH
1aC10 FEMEERFE TR 7 (Cyeas revoluta) HEALHIEINI V) T2 AW ERENTOT 43IV A
ey LS OEERE 2 B NADP)H Bk EEE 3 DA L ZDWT
WFSAE, ERLE, 3, O T
sx=E P=8%xz% [Fd=== 8
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1aC11

1aC12

1aDo01

1aD02

1aD03

1aD04

1aD05

1aD06

1aD07

1aD08

1aD09

1aD10

1aD11

1aD12

1aE01

1aE02

1aE03

1aE04

Mitochondrial DNA and the 641kb nuclear-mitochondrial DNA in Arabidopsis can be separated
by their CpG methylation levels
OYuyang Zhong, Miki Okuno, Nobuhiro Tsutsumi, Shin-ichi Arimura

A4 - LT EEANE B AHEIRIC B A% - il & M oM BEA/EFHA 2L Mig B LI k520 RIE
OEERYA I, Rattanawong Kasidit, ATHH 246, 1E#ERE, FIAS S

A genome assembly for tobacco BY-2 cells: chaos and stability
OTobias Baskin, Kirk R. Amundson, Isabelle M. Henry, Luca Comai

R WATIZ LD T~ R O it L DR
OHH iz, ANEER—ER, TR, ATHAL, SRR, MEH-f, BkRE BA AR
B, FRAT, AED, S RS, GHRRZ, 1R

Fv 7 (Humulus) O DFENTE X-A 3T 2 ATV G e N T 0 R 2
OMWNIRI, ARARRIL:, WHEME Hb#HE, SR, ek, AERT, EHE, SR,
MRk, BLEPRE, B, RN T, RIHEAELL, Cheng Zhang, B3 —HE, Josef Patzak,
Lucie Horakova, Vaclav Bacovsky, Roman Hobza, Deborah Charlesworth, HHER =,
IR —

AR RONDBIRT KRR L BHEL) 7 AL
O/NEES— BB, /K E2M, WUIROK, ATHR, Bk, B mIIEeE, RNy, #ihiEse,
EWH, HAE

SBREERT KT IE AR A AILANF DT ) L5
O JNFetss, wGAEH, JITIEAT, B, RiREIE

DL F R B DL CSP DR & AT
O, K, HIEFHE

The splicing factor RBP45d regulates thermomorphogenesis in Arabidopsis
OShih-Long Tu

A XFRF droll ZERRRODF T Lyt — 0 B fEAT
O, PP

RNA A7 —2 AGS2 DIFFTIZEDRENZIPI LR 7 mRNA #5754 J 5 oo 4= B Y 236
O 7, MBS, June-Sik Kim, #ILEk, FHE— PSR

JE AUG BAZAE] B3t ORF & RNA kI LAFNIRHI AN L7204 XF AHBIT AR TIVE
JED T 4 —R 7N 7 R

OFEBHER, HEFN, FIRT, W, WG T REBER, T K, WL, B2AE
2uARFAFOHEN BRI BERERHE R LHY 128175 uORF 4L 7= Rl R

HIUE, FVLE, LT, S, WL, KHEZ, FREfHET

tRNA wobbleU &4l RIBT 04 2 XF L ERMADTREMZALL BIZ T-FHH T T 771V

O 5
iR R Z L7220, 2T XF ORI BT AT v 7 ERNITRE LTS 535

OMwEl, B¥ i, ERhE—M
Transcriptomic Analyses of Lotus japonicus Under Combined Low Phosphorus Supply and

Elevated Ambient Temperature
OLydia Ratna Bunthara, ZePeng Sheng, Hirotsuna Yamada, Jun Wasaki

OsHRZ O#E#%IZ451F % OsbHLH058, OsbHLH059, OSIMA1 Ok Z I il A7 = X LD
OURHBERRE, thHMIF], RS, SHIIE, Brlldch, I

OsbHLHO064 25 K 1138k K Z 5 M 2B 2/ 4B DO FRIEF LRI AN 2 H#H$ 5
OFrINdah, HAEK—, EHUE, KEE, Ak

FRSHE

M=o+ [E-=-%5F 9
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1aE05

1aE06

1aE07

1aE08

1aE09

1aE10

1aE1l

1aE12

1aF01

1aF02

1aF03

1aF04

1aF05

1aF06

1aF07

1aF08

1aF09

1aGO01

1aG02

Role of NITRATE TRANSPORTER 1.5 in auxin transport in Arabidopsis roots
ORubaet Sharmin Ema, Hayato Shinonaga, Naoki Takahashi, Masaaki Umeda

NI DS TIBIZZFDFN T T EREIR S THILD? - K O 13 TR DAY BRIRAEAA
FDILHEN 22 IR AN A BB A FHE S5
OETP 72, LEF, R HEE, VLEHE, AT
A RO BN TR SIS B A 18 AR T B 2 LA i 7K A A o i B
Ok HTEH G, FRFEA, AN, =T RAT
T 7 IR RO IS8T 5 ABA 0% E
OfEE A, MNEE, BIFEM, PESE, ghErAk, PAE—
FWERIEDE NS L 72T FFERTITOEIIBIFT ATV EOHZAL
Oittr, ¥R, BLEL, BAEE SR, %
KT AV EIRILH) R Z 20 2F AFIZB TR LAY AN A% 1835
Ol AR, H IR, EHHH A, BEEH— Uk
BERR T AR ERE R T W BREFIAN) 7D VS 1A X X O
OB — & Z5rfin, FEm, mER, Bk, R, AAE—
IPIUR)TEFEESREAAEN COX2 @ RNA fh&EDE SR BT 275%E
Oy Bz, = IRSHHE, A JUSCHE, Arhdmss, B — 2, ARE— U A, KIGHERR,
i —
TIINFB T BT D) VR R ZIG U 7R B 2 AN) 25 7 b e A
ORI, BEHK— IBH IS, 55T
TR AN AT ZBIT BAN) TS 7 2 B O 1AL
OHEOEMH, Yap Jia Xin, T EE—

AFIAN)TZ I8 Z %4k D14 /7 7o MERIZ BT 45 B se D fFAT
OFMEYY, BT, ey, Mo, FHE— SR, Ware, SR, RS -1

R0 FRET IZLABAN) T T 7 NG FATEZE R A LD invitro €=5)2 7
SEORZOHE, INEEEEAG, A, BrBT-Rk, i geEk, O LEERAR

KL 3307535 544 KL 27 Iz R T A A & i fn 138U 2 O FEBR AL
OHMEKR, Jiawang Wu, %

VFr—RIRXTFEIZBIT D KL 27 F I REDOREREMRAT
OfgRHETy, ZAM, Xiaonan Xie, T35k, BIFET

The Green algae Closterium peracerosum-strigosum-littorale complex exhibits conserved KL
sensing and signaling pathways shared with land plants
OHsiang-Ting Lee, Tomoaki Nishiyama, Junko Kawai, Keiko Sakakibara, Kotaro Nishiyama,
Taiki Suzuki, Yoshiya Seto, Junko Kyozuka

Negative feedback regulation of the KAI2-dependent signaling based on the duplication of
KAIZ receptor in Marchantia polymorpha
OAino Komatsu, Yohei Mizuno, Yoshiya Seto, Junko Kyozuka

Biochemical function of the KAI2 receptor proteins in a liverwort, Marchantia polymorpha
OYoshiya Seto, Haruka Fukuda, Michio Kuruma, Joseph Noel, Gordon Louie, Takuya
Miyakawa, Zhangliang Zhu, Junko Kyozuka

Rice OsAGO4a contributes to the shaping of male meiotic DNA methylome
OHuong Ta, Manaki Mimura, Seijiro Ono, Hua Liu, Taiji Kawakatsu, Asuka Higo, Hiroyuki
Tsuji, Atsushi Toyoda, Mutsuko Nakano, Ken-Ichi Nonomura

ACH B BIBEDTATAA—T VT
OKZ T

FRSHE

M=g+z= [EH=-%= 10
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1aG03

1aG04

1aG05

1aG06

1aG07

1aG08

1aG09

1aG10

1aG11

1aG12

1aHO1

1aHO02

1aHO03

1aHO04

1aHO5

1aHO6

1aHO07

1aHO8

A XF AFDIEINZBT S PICALM2 O REfEAT
O —, AT, BER, RNFGE, B, JHdAZ, HERTME, SFED, L3,
TFHEE

A novel Arabidopsis thaliana protein, POTI, plays an important role in maintaining integrity of
pollen tubes
ONatalia Rzepecka, Yoko Ito, Emi Ito, Tomohiro Uemura
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Mildew Infection
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OMing-Bang Huang, Ming-Tsair Chen, Masaru Ohme-Takagi

Nicotiana benthamiana FT &= O 5k
WIS, BEE—, AT, RO OB EFHE

T HF® PSEUDO-RESPONSE REGULATOR (InPRRs) x5 RT3 68 MEAC i 2535 I OB
AL 552
O/NEFASY, B EER, S IR, S, CHRsE ., B BHEER NFEZ

THAFOF RS SR BT OHHER
O IRE, MY, NFAA RILEE, MOEEE, PR ERE, CHREE, 25, A& X,
/NP EZ

304 RF ZFIZ BT AEEHEEF R OEB) A PRR7 ORI AT T4 2 7% L8 BN A H s
St
Ot M, FFaRee, Sk, IigsEL
20 XF ZFZ B ABEAEEETR.ORENMA PRR family DL 3 —N—FER A1 > OFEREfFAT
O MRELE, FEEAD, A, S, L
FEREI ANT AT OWL GrafiEil 2 aA 2 AFOE R % HE S 25L& OfEHT
OFFIIER, KRR, RSN, Hrrat HHET

RO TRV ZHZ: MIZU-KUSSET 1 OIS PN S 75 R
ORKHIsERAR, =R

Possibility of RP proteins involvement in potassium response in Arabidopsis thaliana
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Involvement of KATANINI, a microtubule-severing enzyme, in hypergravity-induced
modification of growth anisotropy in Arabidopsis hypocotyls
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Phytoplasma and Its Application in Orchids
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A pilot study to evaluate the use of World Rice Core Collection in study of plant-insect
interactions
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Analysis of whole plant systemic defense responses against herbivores in rice
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A prokaryotic expression system for plant protein farnesylation demonstrates that Arabidopsis
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