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[3l JSPP Young Investigator Award: The Differentiation and Evolution of Plant Idioblasts
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3H13H (%) 9:30~12:30

< Frontiers in Developing Climate-Resilient and Socially Accepted Plants

S01-1

S01-2

S01-3

S01-4

S01-5

S01-6

Accelerating Functional Discovery of Plant-Derived Small Molecules for Enhancing Agricultural
Resilience
OSeung Rhee, Miriam Goodman, Emily Fryer

Manipulating stomatal responses to improve water use efficiency
OTracy Lawson

Enhancing plant resilience by chemical, epigenetic and genome regulations
OMotoaki Seki

Molecular basis of stomatal opening for improved plant water use efficiency
OAtsushi Takemiya

Stomatal mechanisms: Molecular insights driving plant resilience and productivity
OToshinori Kinoshita

Molecular insights into ABA signaling: implications for plant stress resilience
OTaishi Umezawa

3H13H (%) 9:30~12:30

¢ Unlocking New Frontiers in Plant Physiology with Mass Spectrometry

S02-1

S02-2

S02-3

S02-4

S02-5

S02-6

High-throughput, in-depth plant phosphoproteomics and N-glycoproteomics
Chin-Wen Chen, Ting-An Chen, Pei-Yi Lin, OChuan-Chih Hsu

Exploration of Phospho-Switches regulating growth and environmental responses in Arabidopsis
using N metabolic labeling-based phosphoproteomics
OYuri Ohkubo, Natsuki Tada, Yuki Kato, Saki Noda, Yoshikatsu Matsubayashi

Phosphoproteomic insights into brassinosteroid-regulated sugar metabolism
OKanako Bessho-Uehara, Hongliang Zhang, Yalikunjiang Aizezi, Ajeet Chaudhary, Cao Son
Trinh, Shou-Ling Xu, Zhi-Yong Wang

Activity-based high-throughput screening and MS-based proteomics for identifying site-specific
proteases in plants
(OSayaka Matsui, Yoshikatsu Matsubayashi, Yuki Hirakawa

Search for signaling factors in the self-incompatibility of Brassicaceae plants using BiolD
OMaki Hayashi

MS imaging and live single-cell MS analyses revealed spatially organized transcellular alkaloid
metabolism
OKotaro Yamamoto

FRSHE
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3H13H (&) 9:30~12:30

¢ Advances in Engineering and Regulation of Plastids and Photosynthesis

S03-1

S03-2

S03-3

S03-4

S03-5

S03-6

S03-7

Targeted Base Editing for the Chloroplast Genome
OShin-ichi Arimura, Issei Nakazato

Taming Plastids For Biotechnology and Synthetic Biology
ORalph Bock

Real-Time Monitoring of Plant Physiological Dynamics with Hyperspectral Imaging
OKaori Kohzuma

Rewriting Rubisco’s evolutionary script for the next generation in crop CO, fixation
OSpencer Whitney

Next-Generation Strategies for Boosting Photosynthesis through Rubisco Engineering and
Chemical Screening
OWataru Yamori

Protein import into chloroplasts
OHsou-min Li

Structural Insights into the pH-Dependent Functional Regulation of the Cytochrome b4 f
Complex
OGenji Kurisu

3HI13H (%) 14:00~17:00

¢ Priming and Memory of Plants in Facing Environmental Changes

S04-1 I3l Regulatory Circuits for Maintaining Plant Stress Memories
OYee-yung Charng
S04-2 I3l Epigenetic Regulation of Cold Stress Response and Memory in Arabidopsis
Munissa Sadykova, OHidetoshi Saze
S04-3 [l How do plants remember a stressful day? - Interplay of transcription factors and chromatin to
regulate heat stress memory
Olsabel Baurle
S04-4 [3 Decoding Ethanol-Activated Stress Tolerance Pathways and Their Persistence
OKaori Sako, Daisuke Todaka, Motoaki Seki
S04-5 [3l Proteins for Chromatin Organization Contribute to Heat Stress Memory
OYilang Li, Hikaru Sato, Yuki Hayashi, Toshinori Kinoshita, Nobutoshi Yamaguchi, Takuya
Sakamoto, Sachihiro Matsunaga
S04-6 [3 When plants remember the heat: The sweet mechanics of thermomemory
OAshverya Laxmi, Halidev Krishna Botta, Harsha Samtani
S04-7 I3l Transcription Factor and Epigenetic Regulator-Mediated Heat Stress Memory in Plants
ONobutoshi Yamaguchi
sxsE P=B%E [E=5%F 3
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3HI13H (%) 14:00~17:00

¢ Advances in Cellular and Molecular Signaling in Response to Internal and External Stimuli from
Algae to Plants

S05-1

S05-2

S05-3

S05-4

S05-5

S05-6

S05-7

S05-8

Cosmopolitan microalgae: genomic biology and regulation of key players in global carbon
cycling
OChuan Ku

How cells die matters in microalgae through IRE1l-dependent lipid remodeling
OYasuyo Yamaoka

Heat Shock Transcription Factor Bl Orchestrates Transcriptional Network for Land Plant
Adaptation
OTing-Ying Wu

An acidophilic fungus promotes prey digestion in a carnivorous plant
Olsheng Jason Tsai

Plasticity and Evolution of Xylem Cell Identity Revealed by Single-Cell and Spatial Multi-Omics
OJo-Wei Allison Hsieh, Te-Lun Mai, Ying-Lan Chen, Ying-Chung Jimmy Lin

Ribosome as a Signalling Hub: rRNA Modification Modulates Signal Perception Sensitivity in
Xylem Differentiation
ODonghwi Ko

Molecular Mechanisms of Epidermal Reprogramming Triggered by Wounding in Arabidopsis
Jung-Min Lee, Woo-Taek Jeon, Minsoo Han, Min-Soo Choi, Myung Kwon, Kyungyoon Kim,
Sujeong Je, Hoon Jung, Geon Heo, Youngsung Joo, Yasuyo Yamaoka, OYuree Lee

A role of phospholipid-binding in regulating the function of Arabidopsis
Phosphatidylethanolamine-Binding Proteins (PEBP)
OYuki Nakamura, Ying-Chen Lin, Yu-chi Liu, Artik Elisa Angkawijaya

3HI13H (%) 14:00~17:00

¢ Underlying molecular antagonisms as drivers of plant diversification and ecological adaption

S06-1 [3 The molecular basis of floral adaptations to promote outbreeding
OMichael Lenhard
S06-2 [l Molecular evolution of mechanisms involved in antagonistic pollen-pistil interactions in plants
OSota Fujii
S06-3 I3l Epigenetic basis of parental genomic antagonism underlying endosperm-based hybridization
barriers
OKaoru Tonosaki
S06-4 [3l Environmental Response-Dependent RNA Regulatory System in Rice Reproduction
OReina Komiya
S06-5 [l Molecular antagonisms promoting diversity of the epigenome in natural Arabidopsis thaliana
populations
OEriko Sasaki
S06-6 [3 Transposon-Mediated Environmental Regulation: Catalyst for Adaptive Responses?
OLeandro Quadrana
sxsE P=B%E [E=5%F 4
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3H14H (1) 9:00~12:00

¢ Frontiers in Plant Science Revealed by Space Environments: From Molecular Mechanisms to
Future Horizons

S07-1

S07-2

S07-3

S07-4

S07-5

S07-6

Plant space biology and its application to space farming
OHideyuki Takahashi

Moss in space: How do they respond, grow, and how much can they tolerate?
OTomomichi Fujita, Yuko T. Hanba, Hiroyuki Kamachi, Yusuke Onoda, Ichirou Karahara,
Yuji Hiwatashi, Atsushi Kume

Space Experiment Plant UV-B: Combined Stress Response to Microgravity and Ultraviolet-B
Radiation
Xi Chen, Kaoru Yoshiyama, Genji Kamada, Haruo Kasahara, Toru Shimazu, Kana Kuriyama,
Kazumi Koga, Tomokazu Yamazaki, Noriko Matsuzaki, Akira Higashibata, OJun Hidema

Plant Cell Division
space experiment - Elucidation of the effects of the microgravity environment on plant cell
division -
ODaisuke Tamaoki, Mayuka Naruse, Mizuki Yamada, Naoya Taguchi, Micahl Rivkintsuji,
Hiroki Yasuhara, Shizuka Koshimizu, Takumi Nishiuchi, Ichirou Karahara, Kouichi Soga

Zero waste plants for controlled environments in Space and on Earth
OKim Johnson, Mathew Lewsey, Michelle Watt

From Suborbital Spaceflight to the Moon: Plant Cell Wall Remodelling in Response to Altered
Gravity
OMortimer Jenny, Jens Hauslage, Sebastian Feles, Tommy Zheng Gong, Mathew Lewsey,
Matthew Gilliham, Alison Gill, Bryony Hodge, Christine Chamberlain

3H14 H (1) 9:00~12:00

¢ Nuclear Architecture as a Scaffold: Structural Views on Gene Regulation and Cellular Function in
Plants and Beyond

S08-1 [3l Regulation of Plant Chromatin Organization by Actin and Actin-binding Proteins
ONoriko Inada, Tomoko Matsumoto, Fumiya Nakano, Yayoi Inui, Kota Higashi, Shizue
Yoshihara, Sachihiro Matsunaga
S08-2 [3 From Plants to Cancer: Rapid Cell Division Is Regulated at the Nuclear Pore
OYangnan Gu
S08-3 I3l Rapid changes in transcriptional activity and chromatin structure during pollen tube growth
OMio K. Shibuta
S08-4 [3l Thermal signaling in the nucleus: A mechanism of cellular function driven by spontaneous heat
production
OKohki Okabe
S08-5 [3 Exploring the functional implications of centromere arrangements in Arabidopsis
OTakuya Sakamoto
S08-6 [3 Chromosomal Organisation of Plant Biosynthetic Gene Clusters
OHans-Wilhelm Nuetzmann
sx=Z PM=B#x3= [H==E 5
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3H14H (1) 9:00~12:00
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Asymmetries in plant structure and signaling
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3H15H (H) 9:00~11:00

< ASPB-JSPP Joint Symposium—Plant resilience and plasticity powered by dynamic cellular
responses

S10-1 I3l Cell fate determination and tissue organization in leaf development
OKimmy Ho

S10-2 [ Multicellular Dynamics of WUS-Expressing Cells During De Novo Shoot Regeneration in
Arabidopsis
OYuki Doll, Momoko ITkeuchi

S10-3 I3l Barrier Integrity Is Monitored By Gas Diffusion In Arabidopsis Mature Roots
OHiroyuki Iida, Isidro Abreu, Jennifer Lopez Ortiz, Lucas Leon Peralta Ogorek, Vinay
Shukla, Meeri Mékela, Munan Lyu, Alexey Shapiguzov, Francesco Licausi, Ari Pekka
Mahonen

S10-4 I3l A novel actin isoform regulates seed size by controlling nuclear movement in Arabidopsis
coenocytic endosperm
OTomokazu Kawashima

S10-5 [ Emergence of Robust Axis Formation from Stochastic Cell Behaviors in Rice Embryogenesis
OAtsuko Kinoshita

S10-6 [3l The Distributive Germline: A developmental strategy to restrict the spread of new mutations
OBrad Nelms

3H15H (H) 13:30~16:30

¢ Next-Trend of Plant Biology in Japan and Taiwan

S11-1 [3l  Semiin vivo analysis of motile sperm-archegonial cell interactions and fertilization-related
factors in Cycas revoluta
OYukiho Toyama, Satohiro Okuda, Takamasa Suzuki, Keiko Kano, Emi Mishiro-Sato, Shinya
Sato, Yasuko Ito-Inaba, Tetsuya Higashiyama
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S11-2

S11-3

S11-4

S11-5

S11-6

S11-7

S11-8

The phytocytokine CAPE9 and its receptor CAPERI function on plant systemic stomatal
immunity
OChi-Hsin Chang, Kai-Tan Cheng, Fan-wei Lin, Yet-Ran Chen

Diverse mechanisms of stomatal manipulation by phyllosphere bacteria
ORikako Hirata

Evolutionarily Conserved Eukaryotic Initiation Factor-Gated Translation Initiation Drives Plant
Stress Response
OJhen-Cheng Fang, Li An Ly, Wei Xiong Henry Eo, Chung-Yuan Lin, Chun-Jui Li, Zhuan Yi
Neoh, Yu-Sen Wang, Chin-Mei Lee, Ting-Ying Wu, Ming-Jung Liu

Translation mechanism regulated by SPA kinases in photomorphogenesis and heat stress
response
OHui-Hsien Chang, Mei-Chun Cheng

Live-imaging and modeling of the leaf primordium of rice
OYoshiki Tokuyama

Genetic architecture and molecular biology of heterostyly in common buckwheat
ORyoma Takeshima

Multiplex Genetic Engineering Improves Agrobacterium-mediated Plant Transformation and
CRISPR-based Genome Editing
OTeng-Kuel Huang, Tsen-Hsi Liao, Mao-Sen Liu, Yi-Chieh Wang, Si-Chong Wang, Chih-Hang
Wu, Chih-Horng Kuo, Erh-Min Lai

3H15H (H) 13:30~16:30

¢ Recent Advances in the Regulation of Photosynthetic Electron Transport and the Roles of
Alternative Electron Flows

S12-1 [3 New insights into the role of cyclic electron transfer in photosynthesis
OMatt Johnson
S12-2 [3l Redox regulation of photosynthetic electron transport
OAnja Krieger-Liszkay
S12-3 [3l When PSI-Cyclic Electron Transport Peaks: Growth Light Intensity Defines Its Kinetic Mode
OHayato Satoh, Arisa Ueda, Guy Hanke, Ko Takeuchi, Kentaro Ifuku, Ginga Shimakawa,
Kenichi Morigaki, Yuji Suzuki, Amane Makino, Chikahiro Miyake
S12-4 [3l NDH-PSI Supercomplex Ensures Proper Redox State of Plastquinone Pool in Thylakoid
Membranes
Kaori Kohzuma, OKentaro Ifuku
S12-5 I3l  Is photosynthesis just about fixing COy?
OGinga Shimakawa
S12-6 I3l Roles of the mitochondrial respiratory chain in photosynthetic induction
OKo Noguchi, Tatsuhisa Konishi, Yusuke Mizokami, Kintake Sonoike
sx=Z PM=B#x3= [H==E 7
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3H13H (%) 9:30~12:30

1aA-01 KRR RT > TN E A LTS T4 A A KBBR8 = I ek
OFHEF, TITATA—= TLyH o, BHE—8 v /—= TURLT, K= a8, 3)4—L
TIATA—/, IIVERT 797
1aA-02 ST IINTT)T DS HEBREEAN OIS 57138 —211) 51— CpeC DOIEWT
O/NIERF-, a2, JL5E, BRBE T
1aA-03 3l A peripheral antenna required for non-photochemical quenching and Lhex1 abundance in the
diatom Chaetoceros gracilis
OJian Xing, Minoru Kumazawa, Kentaro Ifuku
1aA-04 5 f#EHD 1 BSOS H LAYl AV F — M
ORI, BT, ks
1aA-05 L7 L I BSOS H.OADF /> /Chl A OB - PSTIZL=—27TH 2
AR, TR SEORES, ARHE R, ARAEE, OfEE, BT
1aA-06 [=] Roles of carotenoid glycosides in the protection of photosystem II from photoinhibition in the
cyanobacterium Synechocystis sp. PCC 6803
ORattanaporn Songserm, Shinichi Takaichi, Haruhiko Jimbo, Yoshitaka Nishiyama
1aA-07 MG IERLE Cyanidioschyzon merolae ﬁ‘%&f:74UE‘}‘/*AOﬁ%ﬁE"JYE{UZﬁUé%g
ORI MEt, BEEIE—RB, NIARSEK, WE%, LA, S0
1aA-08 Hithoray = IR BI0E S o 7 30 B O SRR GT EENT
O/NEBRYY, TN Z:, AR, IR
1aA-09 FRIRBE A B 37 /N7 T TIZBT DA B2 1 0 RN
O &%, g, MR, lEes, TS, ILi#EE
1aA-10 I—AT4 7 NE Trachydiscus minutus O LHC (2B DR EFIE T ORE & 1) - AR AT
OPBg:H:—HE, Lorenzo Cupellini, David Bina, Elena Betti, Petra Urajova, H¥1 758, &= HHIT,
WP E— TEAERD, Tomas Polivka, Radek Litvin, BEFAELT
1aA-11 |3l Exploring Chlorophyll-Dependent Thylakoid Membrane Biogenesis and Remodeling in The
Cyanobacterium Leptolyngbya Boryana
OJi Won Kim, Kentaro Usui, Haruki Yamamoto, Yuichi Fujita
1aA-12 ST I TF)T ORI T 42 5 208 AplA OFFHT
OwskaE N, EINFEE, A2, JLE
1aB-01 St BE R RS R AT o 2 BRI OB 2 R G R B U 2§
OFWHT, FKAMAERE, FILFEH
1aB-02 U HBESI M 7 /232 7T Synechocystis sp. LKSZ1 1388 EEE1T)
OBALA VN, B E, FIR—8, B —, M
1aB-03 Drosera 3 FEDOWZEI X9 A MEFREE R LD 2E
ORI A, FNF, P —ER, FRS g, Aok, BRIk —, SREW, saiEs, /b
Y, BHMERT
1aB-04 LR FALEESR GSL:2 AT DA RO AR R 1T PR & V5 AR RE RS
OmlidEi, /NEfl—
RIRSEE :E|$§3E:|—l Ezﬁgg 8
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1aB-05 YA XF AF RO BEFE R ZISEIBUT BRAT Ry 275 5. ] F HB52 O REMAHT
ORI T, RIS, BERA, PEs—
1aB-06 SRFERZIFIHETZ S mIRNA A F37 AZBIT5 HASTY #2737 E 0% E|
OBR®HTh, Hidifm, PRERA, HEE—
1aB-07 B A2 S 0A X AFOMRE R BB IR B D 5 L@ (o T OESR
OMHEZ, HWE, /IRIER, BRAhT, MILET, WEERE, SER, WEE— H5E
1aB-08 LBD Bz 5 H 1 XD AL~V TOZEFIIN - A H#HR#E b oL A
OARTIFESR, #54t, Yukino Sada, FIHZEAR, MiEI
1aB-09 A AF AFDEF R ZIDE BRI TISBUC D DR E. K 1 FBH4 L Fr A A9 B (5 T OFEBE AT
OEARZEM, MEMAE, BN, MR —, ST, AR
1aB-10 PE R ZAZ L DR R T DA T 1B 255 TR O FRHT
OJLERAL, Linnan Jie, EARFEM, ZHEE, ILH%M, 253, BAMY, BirskEd
Xiu-Fung Xin, ZH%ZE, VG, (R
1aB-11 C/N AR A B L7 Ag @il 2 8175 ARF-GEF MIN7/BEN1/BIG5 &AHEAEH AT HLB1 Of%
&
Ot i1, IR, TLIBHIR, EARSEM, SR, FiEEMH
1aB-12 FEIZEE R ZHHIARRAT 7 F UM 0 — LA B /L Craa 74 VA A HliE S5
OFMI&FE, MFEL, K2, TIBEE, Eelh—HH
1aC-01 Raphanus BHHFEL S BT 22T IIMET IR AR OHEH
O%&Wh=, ZJI/NEA, Yuting Liu, /NMUB—EE, EETOA, IREZ
1aC-02 TN AT OFEFETEL LN LCHEE ) VD > OFEH
O &, HHMER], BEE
1aC-03 B BT 20LA FROMB N 440 L5 8 RO fFAT
OTINNERES, B2
1aC-04 [2l Identification of a novel vacuolar transporter involving indole glucosinolates accumulation in
Arabidopsis
OXKaichiro Endo, Anna Piasecka, Pawel Bednarek, Kenji Yamada
1aC-05 2O RF AF 5 TR OV T VI A LT T8 T o+ — 2
BIARZT, ®IUEES, fRILKHE, 217F, BosEt, SHER, OMEEAN
1aC-06 BEHAN A TFIZBIT 551 A HEOR A 307 AT
ORI, /A, BEEMEL, TIEARE, R, HEE U, HEPHA
1aD-01 1A 2F ZFIZBIF B DNA AF VAL O B FS I 2 M 7= T 5 A
O Mg, MhHbs T, G, FEi A, BEHRE
1aD-02 ATAC-see IZEBAAZETARA) AT LD YT ) LAREEERE D fRAT
OFTRAE, s, SHeE eI 5, 5REa, HIEs, 852
1aD-03 AFRZETEA) AT LOIEAR IR R 70 F o 772 )74 DZAL
OFF IR, fRIGE, FREM T, & T REE, (LR, S5 HEE, RIEESE, S5Hes g,
JNBZR—, &2
1aD-04 BT\ B B A R Y Pt i 5T MpBONOBO O5BIL ¥ 2m—1,
OF B, mrpdk, MARRE, MWiEE—, LT, mRFEs
1aD-05 [3 Essential Contributions of GmDDM!] to Epigenetic Stability and Seed Development in Soybean
OAhsen Gers, Kana Shiraishi, Kaoru Tonosaki, Satoru Okamoto, Akito Kaga, Ryota Kuroda,
Jun-ichi Matsuoka, Atsushi Toyoda, Taiji Kawakatsu, Chiho Maruko, Kazuki Takahashi,
Keiichi Okazaki, Moeko Okada, Eigo Fukai
sxsE P=B%E [E=5%F 9
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1aD-06 [3l Epigenetic defense priming by L»24 modulates post-transcriptional regulation in wheat during
leaf rust pathogenesis
Uzma Afreen, Kunal Mukhopadhyay, OManish Kumar
1aD-07 UL XF AT T 7T U EERFIEBE AN SO % AL 728 5T S R B O fgbT
OWREPsaR, Hoipd:, BK, FHEHEE, k3R, FHOHZ
1aD-08 2B T AN AGHEVE AR 5 B2 /L7383 ABA A R 8% 5 [N T O B RE AT
OfETHENE, TEARER, TEHZER, SiG 0, SHET, k3K, fERAT, i —iE
1aD-09 [=] H3K9 acetylation dynamics orchestrate early anti-herbivore defence in Arabidopsis
OAhmed Yusuf, Kota Wakaya, Takuya Sakamoto, Takuya Uemura, Koudai Okamura,
Abdelaziz Ramadan, Akira Nozawa, Takamasa Suzuki, Yayoi Inui, Sachihiro Matsunaga,
Tatsuya Sawasaki, Gen-ichiro Arimura
1aD-10 PoI7I28517 5 DNA AF U bEe ANAESi D 7O AN—2
ABEFLT-, Olivier Mathieu, OB T-
1aD-11 |3  Genome-wide R-loop redistribution in response to pre-mRNA splicing defects in Arabidopsis
OYouheng Wang, Asuka Hirao, Mai Mukai, Seira Nakatsuka, Nobuhiro Akiyoshi, Misato
Ohtani
1aD-12 |3l ABA-Responsive MYB Transcription Factors Regulate Expression of Allergenic Fra Protein
During Leaf Development in Strawberry
OChonprakun Thagun, Yoshinori Fukasawa, Tomohiro Suzuki, Takahito Nomura, Masanori
Okamoto, Yutaka Kodama
1aE-01 204 X A O R BB S A R T OB REOBGE
OniH#EEE, ML 4T, Wijayanti Putri, FEK—F, @ILFRFE], FFEE
1aE-02 |3  Molecular landscape of wound-induced callus: Illuminating stem cell reformation and function
through spatial omics
OAkira Iwase, Minne Max, Kotaro Torii, Hatsune Morinaka, Tetsuya Mori, Ayako
Kawamura, Arika Takebayashi, Masami Y. Hirai, Keiko Sugimoto
1aE-03 3 Morphological and Phenological Characterization of Flowering Traits in French Marigold
(Tagetes patula L.)
ODewi Sukma, Muhamad Aksan Raditya, Syarifah Iis Aisyah, Krisantini Krisantini,
Muhamad Syukur, Ming-Tsair Chan
1aE-04 AALFOFERIETN [E] 2T, BT AAT LEIEENT N B8 897570
M s, R T, OfE2
1aE-05 AADZETEX) AT L2515 PHY TOMap FERA D5
OBEMER, HTKEE, tE2
1aE-06 Expansion microscopy (2&A A HZTEA) AT ADMBLHNA A= 2 7 R DB
ORHME, HTERE, &, B2
1aE-07 AR OTAIIN AR DE AR AT L THEUBFA ML
OARLZHHE, HPEM HhEE &
1aE-08 TERC I BB 123135 CLAVATA2 OFEREMEAT
ORI, AT, AT
1aE-09 2uA 2F AT A EE R T FT OWEFENIZBEbH 5 CCAATI cis-element @ accession [H DOFEHE
DFENNIDONWT
O=RZEZE REPAE2E, G, RAEWS, SIEEL, AT, HE—, e, BEHE
1aE-10 ZERA FT Z 7z FT di o o fi i
OATH %, /MR FE, BTG
sx=Z PM=B#x3= [H==E 10
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1aE-11

1aE-12
1aF-01
1aF-02
1aF-03 [
1aF-04
1aF-05
1aF-06
1aF-07
1aF-08 [
1aF-09
1aF-10 [

1aF-11
1aF-12
1aG-01

1aG-02
1aG-03
1aG-04 [

1aG-05

Nicotiana benthamiana \2B\}% FT #:& (T NbFTI1-3 OILEHIEIERE O MEHT
OIS, BAE—, AW, BFHOMEZ BHEFHE

M N)RN) > O RE S AT S BUAEAT
O/NARRET-, BLFER, WHEH, RAINT, X551

SRR H AR IV /2204 2 XF GLR ORERRIEAT IL AR OfE S
OREARRK, efk - B RS, A, Sk i

MREFETAA A= > 7L DRSS - AW WIS SEM 3 CIRIEEMAE 2422
O ATE, FERES 1, /NSRS, RIS, ki1

Block-face serial fluorescence microscopy for plant tissue imaging at a cellular level
ODongbo Shi

TiD-X % 721 D iR 57 A Al (RSB B DR 37
OZEARHK, MEEEHT, EAEGE, FHER, AL, JHEsh T

SUARF ZFHEIGART ) 2 petA AR TRAEMEL IR T 05 WA FEE A
OB —&, KFHl, HfET, HMHET, AHE—

AN AINE S ABLFN D )9 7 A AIHEY DB BE AN A 4% 1 7345
O=ARKA

RTFNEHiH—RF ) F2—T %R L7238 a L R T A~ORER ) e n T3 0%
O/NHEER, Simon Law, HREE, HHER]

Automated plant genetic engineering
OMatthew Hudson

=R —bTNADE RIS 72 F vy I NG F B REOHEE
ORMF 2, WHEFH, HAREM, NIRRT, S, e, MRS E, =G, 2K
BE¥-, BYJEBH

A tightly regulated copper-inducible transient gene expression system in Nicotiana
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BEHEARBIOE AR D In vitro grafting OB
OJII7A—, Hafiz Muhammad Nasir, Abdul Rasool Ataeei, BFHIIFEZ, db)1155
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Stomatal Lineage Cells Regulate Substomatal Cavity Formation Through Inter-Tissue Signaling
during Leaf Development
OChynthia Devi Hartono, Kuan-Chuan Tseng, Wei-Han Fang, Tzu-Chuan Huang, Chia-Ming
Lee, Bi-Chang Chen, Wei-Chen Chu, Shen-Long Tsai, Chin-Min Kimmy Ho

HDL mediates chromatin condensation to establish stable centromere architecture
(OTsai-Chen Chen, Chin-Min Ho

A novel CLE peptide cooperates with TDIF signalling to regulate cambium stem cell fate in
Arabidopsis
OHui Cao, Dongbo Shi

T WA ERROPER B FeA 325 U A6 A TR RE O AT
O/NG#W, Srisuthep Namthip, /KRG, WAL, FHAER, Fr#E L8

SUPERMAN-mediated Flower Development in Arabidopsis thaliana
OFebri Yuda Kurniawan, Nobutoshi Yamaguchi, Toshiro Ito
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1P089 PRERICEFEL 720 % AT VEEIC XD M~ b SIS oo i
OFFF e+ G RA, NIRRT, DNEFLT, TREET, MEY, IS, AR5

1P090 Yo n5sa - BRI BWT RBOH HskOiE IR (ROS) A3#7-9 1%
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OARFZEL, IWFEE, BFIER, BARME BAES, HEf
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OSBRI, EKbEZ, ZHHG, BHAR, WML, WATHAA, TREE, FHESE,
TETHEE, AR, el

1P093 Y =I7128B17% BZR/BES i85 /T 0 3 DO 77V —T7 0455 FHEEE51L
Oz, BRI, sMaf, SREE LREEE

1P094 V)37 @ TALE BIAR ARy ARG R F- KNOX2, BELL (2&2 584 HlfH R
OLIFIE, PEILERH, Hs T
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O EWZT, MEAREEE, FOCHE, TIIBOK, IBAIERS, mNZZs

1P096 [3l Investigating how neofunctionalized LEAFY is involved in the evolution of dioecy in Nepenthes
OYuhan Guo, Kenji Fukushima

1P097 [3 Characterizing plant cell totipotency regulators during zygotic embryogenesis in Arabidopsis

thaliana

OPing Kao, Keiko Sugimoto

1P098 YT 2B 2 FAEZ T 2840 e K F MpLAXR ORGSR o AT
OFREHAN, LB, HAF, IKEBE, WM, BEE LRI WA, Hike—

1P099 [3 Plantlet regeneration from female gametophytes and immature embryos of Podocarpus

macrophyllus

OYasunori Ohmiya, Yoshihisa Hosol

1P100 SHRE AT F OW L I B DIV A E S Ot L
OWHEE =, ARG, INEKE

1P101 I3 Cell fate transition during wound-induced adventitious shoot formation in Drosera rotundifolia
OYosuke Sasai, Shoji Segami, Dongbo Shi, Noriko Takeda-Kamiya, Hatsune Morinaka, Ayako
Kawamura, Arika Takebayashi, Akira Iwase, Kiminori Toyooka, Mitsuyasu Hasebe, Keiko
Sugimoto

1P102 I3l Dissecting Cell Wall-Mediated Regenerative Pathways in the Arabidopsis Root Meristem
OHazel Marie Kugan, Ye Zhang, Masaaki Umeda

1P103 JOARFAF Oy 2~ NEAFFIEIT D AN AT VLR LDL3 EOM EAEH K T- O3 L HRE AT
OWIEIE A, EHEME, “FIfIEE, SOARBE, JREM, RKER

1P104 B SL SO b LI, 2 2F VAH #BIET O
OWIRE=, Wl T, FIE HUER FI8

1P105 B RTHT T %205 2 ERHEW OIRFEE
O, RAUIE, Filieo

1P106 I3l Morphological characterization of glandular trichomes and neck strip
(OShaoxuan Jiang, Toru Fujiwara, Takehiro Kamiya

1P107 I3  The roles of organelle-localized RNA-binding proteins in mobile mRNA transport
OJen Wei Chiu
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1P108 I3l  Signatures of positive selection in pulvinus-expressed genes facilitate the evolution of rapid
movement in Mimosa
OYan-Han Fang, Hiroaki Mano, Tomoaki Nishiyama, Shuji Shigenobu, Mitsuyasu Hasebe,
Chao-Li Huang
1P109 I3l The breakdown of distyly in Primula sieboldii
OLele Shang, Michael Lenhard
1P110 [3l ZYP1 Mediates Synaptonemal Complex Assembly and Ensures Crossover Assurance in Maize
OTzu-Han Huang, Chung-Ju Rachel Wang
1P111 [l Molecular Study of Substrate Specificities and Inhibitor Recognition of Petunia S-RNases
OYu Wang, Yoshinobu Kato, Shuhei Kusano, Shinya Hagihara, Seiji Takayama, Sota Fujii
1P112 [l Comparative transcriptomic analysis reveals why endosperm does not develop in Phalaenopsis
orchids
Hai Nguyen Nguyen Thanh, Ming-Bang Huang, Ming-Tsair Chan, OMasaru Ohme-Takagi
1P113 [3 Genetic Variation and Crossover Suppression in CML228 Compared with Other Maize NAM
Inbreds and its Hybrid Behavior
OSami Adnan, Chung-Ju Rachel Wang
1P114 7R Wolffella hyalina D) F VIR L% BRI X ACR G EVE O AT
OWEHERAS T, POt e, /NLRERE, 4 RS
1P115 [l Auxin triggered orchid ovary post-pollination morphology
OMing-Bang Huang, Nguyen Thanh Hai Nguyen, Masaru Ohme Takagi, Ming-Tsair Chan
1P116 GRP 25 A% —/RKLZEFARIZ B HARL »a— N F L TE Ry oK &=
OME)I B /NRFE A, Surachat Tangpranomkorn, mllUFkFE], HEH-HA
1P117 77T RN BT A B R AR & O B A TIE T 28 O%HER
OKR&E—K, HIWE, RAEKE, SWLHEE, BHFLKR
1P118 I3l Identifying further components of the KL UH-dependent signaling pathway by exploiting
cryptic genetic variation
OMingyang Wang
1P119 S UA XF AT AR OBOBIZIIVEH 2 HL L SO BRI KT T 2
OMMZR, AT, HMse, st
1P120 DX AE RIS ARG AR OFE T 38 3 5
OFSARZHE, PWHILHERRE, SREEA, 115, Marco Burger, B AKEE], T3, 2RI, #
S, AR, R, Wk
1P121 [l SAHY?2 suppresses VSP acid phosphatase activity to regulate abscisic acid and jasmonic acid
biosynthesis under salt stress in Arabidopsis
OBo-Yu Yang, Hieng-Ming Ting, Wan-Hsing Cheng
1P122 BT IZB0T GA BEWE A A A =L~V RIS 528 TR RO SR 2 HI 5
O HA, IS, THBCR, RN, RN, NEFELT, MAREE HTRE mNEZEZ
1P123 K70 270 ZEMR A AmPR O 707 270U 16 kS AmPR 7 VEER T OB
Of M, KEFE, (L EHOWAR, FITHM, A8
1P124 YUARF ATV A ATV FRET) F VR RT OE R TS AL OB EA RN
fEHT
/MBS, /MR, SEEFIER), AEAHEARRS, i, 07 R, JLAMRRE, FIRREE, RN,
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1P125 B N2 BRI EERBAT T AR R T FROHE
OWMEE%E, Kb - /NIERL, S
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1P126 I3 Arabidopsis BELI-LIKE HOMEODOMAIN I acts as a suppressor of FIN219/JAR1 in
regulating hypocotyl elongation through direct interaction under far-red light
OSushanthi Poovendhan, Huai-Ju Chen, Hsu-Liang Hsieh
1P127 I3l Effects of Light on Lateral Root Nutritropism of Nipponbare
(OHasan Mehraj, Kiyoshi Yamazaki, Toru Fujiwara
1P128 I3 Identification and functional studies of ubiquitin E3 ligases responsible for FIN219-regulated
degradation of GUS-CCT1 proteins in response to blue light
OWei Lee, Hsu-Liang Hsieh
1P129 [3 Functional Study of FIN219 and NPH3 Interaction in Arabidopsis Phototropism
(OChia-Cheng Yen, Hsu-Liang Hsieh
1P130 VUBRL T 0T A — A2 BT AN O ) R LR D[ E
O INE R, BRI, & L%, Bi#EST), Hassan Nadeem, Diwakar Shukla, Mg,
REEH
1P131 Y =37 B4 # Raf k¥ F—+ MpPRAF |2&5 220 — ) VA B E O AR
OB, ILNFIA, Akida Jahan, S#ESSTY, INT AR, MEERW, VIR —
1P132 Y=I4 B4 Bl Raf #FF—+ MpPRAF [ ZXAHFRBAMG I -5 &5 > 37 ) AL O ftt
O&EEME, 1LNFIK, Akida Jahan, /NMBFEEE A%, T —
1P133 I3l  An Inexpensive Benchtop Solar Simulator for the Study of Phototropism in Plants and Algae
OAndy Crofts, Chizuru Honda
1P134 B8 pH YRR IR T T 52
O H AL
1P135 75 ) AT OARY 7 F MEZER T BILS DR O IEZ B 5511k
ONREZ, 11 LA, g, REES, hEFHER
1P136 [3l Mutation of a Ribosomal Protein (UL13X) Mediated Root Growth Defects under Calcium
Deficiency in Arabidopsis thaliana
OYicong Chen, Arpna Kumari, Hirofumi Fukuda, Naoyuki Sotta, Toru Fujiwara
1P137 PRFEIEH AT LA T 2F AF DIERAEE Y 2— I \AF < A D) 274 N R AT
OB 24, Raj Kishan Agrahari, #EIEMAL A itiE
1P138 AFDFRILIUZ G pH H35-2 25
OIAT=HE, SEER, HEBET, THIWHE, BAIER, BIRAEE
1P139 [3l  Analysis of light- and photosynthesis-dependent phosphorylation of plasma membrane H'-
ATPase in plant
OXin Yu, Toshinori Kinoshita
1P140 [3l Lightoff signals flower-opening in the night-blooming Ipomoea nil QX909
OSumiko Kaihara, Soya Nakaga, Eiji Nitasaka
1P141 AR L 7RSI C L DL 5 A B
O & HEHT
1P142 GFP g@les AHAL & H 7 fLIB O MR H+-ATPase OWEREMAT
OFLNrd, wffE, wEFT, HEE KT R
1P143 |3 SGlutathionylation of Histone H2B At Cys'® Regulates SPL-Dependent Flowering via BZR1-
PIF4 Signaling in Oncidium Under High Ambient Temperature
OSenthil Kumar Rajendran, Kai-Wun Yeh, Ching-Hui Yeh
1P144 KaiC ) BRAIRBY IR IR AE A MR 54 A7) = X ADRRAT
OFeJNEHS, AR, BARKA, ZmAFET, =FHfE, AL, JLUGT, GEER, Ak
75 ik
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Marchantia polymorpha partially relies on MpRADS51B to maintain resistance to DNA-
damaging treatments
Mika Teranishi, OAyako Sakamoto

Role of protein disulfide isomerase PDI1:1 in actin structures in Oryza sativa root cells
OYayoi Onda, Suzuka Otogawa, Tomoya Okino, Daiki Nagata

SO XFAFIZBIT BANT L T LS 2737 B O B Ak 3 Ol
OFM®E, #ll—4m, RBL3Egk RARER

H R 7230, XF ZFI2B1T5 Ti A5 Fe OERE RS- 25 E O
ORE—8, KAafE EHR

Synechocystis sp. PCC 6803 (251F %) FHREE DI L
O REAE, M Rnh, HEFEM, (ARG

SUARXFAF CYP707A3 5T OIS EED IR FHEI R 5322 AR HEZR O i ik
OFIT-22, FrHiH RS, KRBT, & HHE, FrABsET, BT, Yuanjie Weng, AAE 5,
A S &
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ORI A, seilifasdk
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O A, RSy, IMSEET, P, SR
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ORILHEN, RER—, STk

BGLUI1S8, a B-glucosidase for rapid ABA production, triggers early stress responses in
Arabidopsis
OYutong Song, Yuma Mitsuzono, Hiroshi Shimada, Atsushi Sakamoto

Isolation and Functional Analysis of Novel Regulators of Abscisic Acid (ABA) Biosynthesis by
Novel Screening which isolates transcriptional complexes on a specific promoter iz planta
OTomoki Kuribayashi, Hikaru Sato, Satoru Fujimoto, Kazuo Shinozaki, Sachihiro Matsunaga

Ad - FAX - A4 RF ZHZBIT S ABA FFEN) S FRALS 7 F VAR E DT R HBE T
OFEREZTy, FHRRS, HIMITE, kKBRS, MBI, DNARE, HIERE, MASE, H
R

Ve T E B FBIBUSFENT S AT 2 CRIPPS & H\ 72 A DL I 02 ST
OBHFAC, AFUAER, Bz, wR— i

Low Concentration Ethanol Enhances Growth and Yield in Soybean: Evidence of Genotype
Dependent Chemical Priming
OSelwan Abdelhakam, Islam Abdellatif, Saki Igarashi, Daisuke Todaka, Motoaki Seki, Kenji
Miura

Mutation on Co-chaperoninl0 (Os07g0641700) enhance susceptibility to root heat stress in rice
Koshihikari (Oryza sativa L.)
OMel Anthony Talavera, Sachiko Funayama-Noguchi, Yoshihiro Ohmori, Takehiro Kamiya,
Toru Fujiwara
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Small Disordered Proteins Enable Rapid Cellular Protection Against Cold Stress
OArriel Fadhilah, Yutaro Okumura, Shin-ichiro Kidou
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Rice Responses to Acidic Stress Revealed by Transcriptome-Metabolome Integration and
Functional Validation of Key Stress-Induced Metabolites
OChing-Yao Liu, Hao-Jen Huang
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Marchantia Polymorpha Heat Shock Transcription Factor B Orchestrates Transcriptional
Networks for Land Plant Adaptation
OHuan-Chi Tien, Thalimaraw Lavakau, Kuan-Hung Lin, Ming-Ren Yen, Hsiu-Ru Yang,
Ting-Ying Wu

TEIRMEA T > OF DA RO - TV AR A KN T T 5 BEE T4 ViR OsCHX11 &
OsCHX16 DOHEHEMAT
OFFFEFE, FHLRE, TEER, FH%IA

DNA BEIGZIZB15 HOMEODOMAIN GLABROUS D% & fifHH
ORI, SiEEAL
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Rice Reproductive RNA Mechanisms in Response to Environmental Stress
ORyusei Sone, Reina Komiya

Ecotype-Specific Sensitivity to DNA Methylation Inhibitors in Arabidopsis
OXin Sun, Hidetaka Ito, Atushi Kato

Salt-Driven Cell Cycle Activation in Synchronized Cells of Mesembryanthemum crystallinum
OPhan Thuy Tien Nguyen, Yuri Kondo, Sakae Agarie
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Screening CRISPR-Edited Plant Biosensors of Detecting Phosphate Deficiency
OMing-Liang Yeh, Chin-Wen Chiu, Tat-Heng Lam, Choun-Sea Lin, Chiu Chi-Chou, Ming-Jung
Liu
CAM 3 [ 78 AR T O G H F D[ 7
ITEMESL, Tien Nguyen Phan Thuy, H{L%

SALT OVERLY SENSITIVE 1 Na™/H" antiporter operates in mature root zone and is a major
contributor to root Na* exclusion
OTomoki Nagata, Ryohei Sugita, Takaaki Ogura, Natsuko I. Kobayashi, Yuko Kurita, Lana
Shabala, Sergey Shabala, Keitaro Tanoi

Elucidation of mechanisms underlying plant response to heat-drought combination regulated by
ELM2-Domain Protein in Arabidopsis
ORita Rose Chacko, Mai Nagaya, Hee Yong Lee, Nobuhiro Suzuki

VZIE AN AT B 537 ) O B K OZE)
OHIS, ARy, MMeEEF, TR, EIFEIA

Mechanistic Analysis of ONSEN Activation under Heat Stress and Identification of Novel
Transcriptional Regulators
OZhiyu Ge, Hidetaka Ito

Serendipita indica volatiles mitigate cadmium uptake and toxicity in Plants
ONaresh Singh Yengkhom

ESKs & GAD3 OZE 2\ XD RO W GABA I[N 7~ bod i Bl 3%
OSeungje Choi, 7, /MEIERE, Abdellatif Islam, LTS, =G

A RS ZF MRS 55 B A = AR P A B DR SR & HL e
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2T /N7 T)T Synechococcus elongatus PCC 7942 13443 c-di-GMP & il #Z %583 5L va—
A AT TOVLETEK T S
OWETT-#, SFREH, #19)— toN—h, B2

DE-ETIOLATEDI Mediates Non-Photochemical Quenching and Transposon Activation in
Chlamydomonas reinhardiii
OKoseki Yamada, Konomi Fujimura-Kamada, Katsushi Yamaguchi, Shuji Shigenobu, Jun
Minagawa

ROS regulatory systems are involved in regulating memory of 5-min heat stress in Arabidopsis
thaliana
ONobuhiro Suzuki, Chinatsu Sumi, Rio Shimizu, Makoto Fujiwara

Pta 6605 HopR1 OREN A T[] 78 & Z O RE T
OBVTAED, WH- L, AE EFHE, EHMEA, hrighsh, —MEEH, mHhdtss

A Protease-like Effector Mediates Maize Susceptibility to Smut Fungi
OMinh-Quang Chau, Lay-Sun Ma

Convergent evolution of phytoalexin-responsive mechanisms in independently evolved broad
host-range fungal pathogens
OAkira Ashida, Minami Kawashima, Teruhiko Kuroyanagi, Makoto Ojika, Ikuo Sato, Sotaro
Chiba, Daigo Takemoto

Tryptophan metabolism mediates local and systemic suppression of the potential virulence of
Arabidopsis root endophyte Colletotrichum tofieldiae
ORen Ujimatsu, Pawel Bednarek, Kei Hiruma
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1P198 [3 Collaborative Regulation of PR1 Processing by Apoplastic Proteases Balances Growth and
Immunity in Maize
OYu Han Lin, Lay-Sun Ma
1P199 [3 Disarming Plant Ros-Mediated Defenses: The Filament Associated Effector Facel in Ustilago
Maydis Virulence
ONeelima Chandrasekharan, Lay-Sun Ma
1P200 [3 Hunting for oxidatively modified proteins involving in plant immune responses by redox
proteomics
OYuta Hino, Miki Yoshioka, Akira Ashida, Maurizio Camagna, Daigo Takemoto, Kenya
Tanaka, Hirofumi Yoshioka
1P201 I3l Investigating Potential Roles Of VIP3, TSN1/2 For Viral Defense And RNA Silencing In
Arabidopsis Thaliana
OLiang-He Chen, Jia-Zhen Yu, Shih-Shun Lin
1P202 [3 Atypical E2F Transcription Factor Regulates Jasmonic Acid Signaling
OPertunia Nomcebo Nxumalo, Yi-Ting Chen, Nguyen Thanh Hai Nguyen, Ming-Tsair Chan,
Masaru Ohme-Takagi
1P203 SALICYLIC ACID INDUCTION DEFICIENT2 &4 L7zl RIENDLINI T L— R 7)) 7 DB -
OJvHmI, JFHAE3E, KREE, sREA, HES
1P204 Pseudomonas M Y132 PRIZE BB FHEL FAKAF O A O ZA LAY 3 7 IR DA Rl 5 2 B 50 %
ORflg /i, MmEE:, BT, FRERLE, IR
1P205 IV O EALOTR (R OBER
OBLFIERER, PR, fREu%
1P206 I3l Potential Cross-species Signaling via Small RNA Between the Hemiparasite Phtheirospermum
Japonicum and Its Host Arabidopsis thaliana
OXin Li, Allison Vanek, Michael Axtell, Satoko Yoshida
1P207 WA BACHE Sphingomonas— A A HAE BT A28 3 [ 5E &5 T2 5 A5 — DR RERI E DO I
OF F 82 John Jewish A. Dominguez, 3 EIIZF- PilEHES
1P208 HRB WA A L 7oA AR ) B R A A A T 0 7 75 (e HE A O S AT
Ok 5L, FH %+, John Jewish A. Dominguez, J#EiETro&, M2, THIEHES
1P209 [3 Profiling changes in soil nitrogen-cycling microbiomes following application of peptide-based
biostimulants across different nitrogen input levels
OChu-Chun Lin, Nai-Hua Ye, Ming-Yuan Lee, Chao-Li Huang
1P210 [3l N-Glycosylation Fine-Tunes Smut Fungal Effector-PMEI Interactions in a Coevolutionary Arms
Race
OChibbhi Kumarasamybhaskar, Ee Yang Teoh, Minh-Quang Chau, Wei-Lun Tsai, Ooi-Kock
Teh, Lay-Sun Ma
1P211 [3l Postfire resilience of soil bacterial communities in two Pinus species with contrasting fire
adaptations
OYen-Ju Chen, Ching-An Chiu, Chao-Li Huang
1P212 I3 Soil Microbiome and Physiological Responses of Flint Corn to Swine Wastewater Irrigation
(OZongyi Lin, Hao-Jen Huang, Chao-Li Huang
1P213 I3l System for direct evaluation of combined metal stress and herbivory responses in isolated rice
leaves
OKidest Ameha Abebe, Yuko Hojo, Tomonori Shinya, Ivan Galis
1P214 [3 Investigate the role of Actin in Plant Immunity
OHsuan-Yu Pan, Yi-Ju Lu
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Hasnain Ahmad, B _#obf, B R#T, #%51E A, Ivan Galis

Inactivated Bactllus thuringiensis BtHS1 Remnants Enhance Ferredoxin-Mediated Resistance
to Colletotrichum spp. in Tomato
O]Jia Ying Lin

Systematic analysis of c-di-GMP catalytic proteins reveals differential regulation in virulence
and interbacterial competition in phytopathogen Agrobacterium
OZXuan Lai, Chiu-Ping Cheng, Erh-Min Lai

Analysis of transcriptomic response of Arabidopsis roots to interaction with endophytes
OTomasz Oleszkiewicz, Subhankar Bera, Atsushi J. Nagano, Rafal Wazny, Piotr Rozpadek,
Kenji Yamada

Impact of Rhodopseudomonas palustris PS3 on tomato growth, soil health and soil microbiota
composition
OSook-Kuan Lee, Ming-Shu Chiang, Zeng-Yei Hseu, Chih-Horng Kuo, Chi-Te Liu

Structural Alterations in PR1 Result in Functional Diversify
OChao Hsuan Yeh, YuHan Lin, Lay-Sun Ma
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Profiling of the HDL-HDA6-KYP module reveals its central role in heterochromatin
organization during Arabidopsis silique development
OChia-Yang Chen, Chin-Min Ho

Uncovering Agronomically Favorable Genotypes in Temperate Japonica Rice through
Haplotype Analysis of a Japan-MAGIC population
OHirofumi Fukuda, Akari Fukuda, Toshihiro Sakamoto, Yoshihiro Kawahara, Ken Naito,
Taiji Kawakatsu, Jun-ichi Yonemaru, Daisuke Ogawa
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Genetic engineering of the enzymes involved in carotenoid biosynthesis in Fuglena
OVicki Nishinarizki, Iman Permana Maksum, Shun Tamaki, Anzu Minami, Keiichi Mochida,
Toto Subroto

L A5 T4 BI-RAF ¥ —YORERe T
OBMRA, WHWT A, KIGIER, HKHE—

2O XS AFNBIF L ANASEEIRED T A T4 A= 2 T fif AT
ORBZD, {FHEHE, MR, BT SRR, FiEhidk, S0E, FERET, A% Bk
ER

204 XF XF O F LM BT B AN T T IWAUA A= T AT
OPEAEFENA, SUREAM, [BRE BHRE, ERET, A2, BkFER

SUA XF AFEFEL BT A7 u~F UL B T FE B Y — AR T TR R o
O/, 1B, HLE T, PAEH, HEFIET WHARAN

Functional Antagonism between JMJ27 and HDAG in Regulating Flowering Time
OJyun-An Chang, Kegiang Wu
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Functional Interaction of JMJ28 and GCN5 in Regulating ABA and Drought Responses
OWen-Chi Liao, Chin-Min Ho, Kegiang Wu

Transcriptome analysis reveals acid stress response and mitigation mechanisms in acid-tolerant
and acid-sensitive tomatoes
OPei-Yu Su, Ching-Han Chang, Hao-Jen Huang

JAHS \EHH )7Ly =208 507 JA - TFL VIS EOBOHIHBERE O AT
O3, MEER

Genome-wide identification of NAC transcription factors associated with heat stress and fruit
development in Lycium barbarum
Tai-Sheng Yen, Pin-Ci Yen, Wen-Lii Huang, OYou-Yi Chen

BASIC PENTACYSTEINEs Modulate The Circadian Clock By Repressing The Evening
Complex In Arabidopsis
OYi-Chen Lee, Shao-Chi Tsai, Yen-Jui Chang, Xun-Xian Huang, Huang-Lung Tsai

A RF ZFIIBWTERE OGN EIND NRT1. 3 85T O 70T —5— T
ORI, G =

BB IO A LHIEN 31 B IR 8 5B A5 s D15 E]
O, SRILER, REFEIVHR

CRISPR-dCas9 #x 54 ALY AT Al LB &RV O R sh 38 F AR O 4
OVYFFRE, SN, 1rIESet, Wmie, JHasECR, s 21

PRI BIRT OV AMIA MR R AT AL 2 7R EN S 1A 25 X > OB Abz fli#l 5%
OfrWEESE, f)IIFH, Feilah, Ik, REFEIDHER

Transcriptomic Rewiring Uncovers ATG8a-Dependent Viral Suppression of Light and miRNA
Pathways by P1/HC-Pro™
OPhuong Anh Tran

AtMSRBS5 stabilizes AHA through 14-3-3® to promote root growth
OFreta Kirana Balladona

Construction of Sorghum Coexpression Data and Prospects for Integrating Epigenomics
Variation
ODaffa Akbar Aprilio, Akane Kitamura, Atsushi Okazawa, Yutaka Tamaru, Takeshi
Obayashi

Al-based large-scale structural modeling integrated with multi-omics reveals candidate plant
receptor-peptide interactions from Pseudomonadales microbiota
OMiguelito Isip, Lai Loi Trinh, Ka-Wai Ma

Cavity Imaging Tool (CavIT): a method for high-resolution analysis of substomatal airspaces in
leaves
OWei-Han Fang, Tzu-Chuan Huang, Chun-Ping Yu, Chynthia Devi Hartono, Chin-Min Kimmy
Ho
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1P250 I3l To infinity and beyond: A novel agrobacterial strain allows transient expression and functional
genomics research across plant lineages
OJuan Carlos Lopez-Agudelo, Yueh-Ning Swee, Wei-Jia Liu, May Htet Aung, Chih-Hang Wu
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2P002 [3 Identification of key chlorophyll « molecules responsible for the 695 nm fluorescence emission
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2P015 [3 Flow Cytometry as a Tool for Analyzing Photoacclimation of Cyanobacteria in Co-culture
OTing-Hsuan Chan, Ming-Yang Ho
2P016 I3l Isolation and Characterization of High-Temperature-Tolerant Cyanobacteria from Taiwan for
Flue-Gas Carbon Capture Applications
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with distinct expression pattern and subcellar localization
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2P056 [3 On Gene Expression in Plant Mitochondria; Transcription and RNA editing
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Investigating Genetic Factors Affecting Differential Stomatal Patterns of Callitriche palustris
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Mechanisms of cotyledon size control through primary and secondary metabolism
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Microplastic Pollution as a Stress Factor Affecting Plant Callus Induction and Regeneration
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Rapid Ca® flux as a wounding response is required for regeneration in P. patens
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The potential role of Arabidopsis H3K4 demethylases LDL1 and LDL2 in plant regeneration by
the IncRNA-mediated epigenetic regulation
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Elucidation of embryo-to-endosperm communication through analysis of embryo development-
dependent LBED35
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Induction of endosperm development without fertilization in Oryza sativa
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MACI and AMI play critical but independent roles to regulate the mitosis-to-meiosis transition
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Identifying interaction between PeDL and SWEETSs and their regulation of Gynostemium
Development
OSean Yuet To, Wen-Chieh Tsai, You-Yi Chen, Shao-Ting Lin

Unraveling the Genetic Architecture of Tomato Fruit Drop Through Combined Molecular
Profiling and Segregation Analysis
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Strawberry Protoplast Isolation using its Callus Tissue
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An ABC transporter for strigolactones in Arabidopsis
OShuo Zhao, Kei Suzuki, Kiyoshi Mashiguchi, Shinjiro Yamaguchi

LWDI acts as a mobile factor coordinating circadian rhythms between neighboring and distant
tissues in Arabidopsis
OYi-Chen Wu, Ying Wang, Shu-Hsing Wu

Characterization of Transport Mechanism and Physiological Functions of Tomato KNOTTED1
mRNA
OSirui Liu, Munenori Kitagawa
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Polycistronic expression of KARRIKIN-INSENSITIVEZ and a histidine kinase in the liverwort
Marchantia polymorpha
ORui Sun, Kiyoshi Mashiguchi, Shinjiro Yamaguchi

Water as a Compass: Hydrostimulation-Triggered Aerial Root Growth in Phalaenopsis
aphrodite
OYueh-Ju Hou, Su-Chiung Fang, Jhun-Chen Chen, Hua-Chen Chang, I-Chian Chen
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L-DOPA Activates an Alternative Root-to-Shoot Signaling Mechanism in Response to Iron
Deficiency
OEn-Jung Hsieh

N-status communication among leaves
OPeirong Tsai, Yi-Fang Tsay

IRONMAN and BTS: A Regulatory Circuit for Enhancing Plant Iron Acquisition
OTong Yu Jhang
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Feeding the Grain: How Phosphate Energizes Starch Production in Rice
OChiu-Ling Yang, Wen-Chien Lu, Jo-Chi Hung, Swee-Suak Ko, Tzyy-Jen Chiou
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GPL13 interacts with ERF1 and co-regulates stress-responsive genes in Arabidopsis
OMeng-Ju Chen, Mei-Chun Cheng

Dissecting The Functional And Regulatory Roles Of Heat Shock Proteins in Rice Seed
Germination
OChinghui Yeh, Shawjye Wu, Senthil Kumar Rajendran

Functional Dissection of AIL7 Reveals Its Transcriptional and Interaction-Mediated Roles in
Stress Responses
OPing-Chien Hsin, Mei-Chun Cheng

The OsSPL2regulated NF-Y transcription factor OsHAPZJ] and DUF1719 modulate pathogen
defenses in rice

OCheng-Chung Huang, Yi-Tsang Tsai, Shang-Yuan Liu, Meng-Jou Chung, Shih-Tong Jeng

LWDI interacts with HY5 to mediate DREB gene expression in response to abiotic stresses in
Arabidopsis
OJing-Fen Wu, Sim Lin Lim, Shu-Hsing Wu

Uncovering Plant Transcription Factors Control Membrane Lipid Remodeling Under Phosphate
Starvation in Arabidopsis
Jiratorn Meethonganantamas, Kai-Lun Yeh, OYu-Tung Wang, Nobutaka Mitsuda, You-Yi
Chen, Wen-Chieh Tsai, Sumire Fujiwara, Masaru Ohme-Takagi, Chuan-Ming Yeh

Splicing Integrity Under Cold Stress: The Central Role of OsRH42 in Rice Chilling Tolerance
OWei-Shen Zhang

Molecular physiological responses of rice seedlings to saline-alkaline stress
OMitsuki Kondo, Mami Nampei, Tanee Sreewongchai, Akihiro Ueda
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Characterization of MYB-Related Transcription Factors Regulating Pi Starvation and Heat
Stress Adaptation in Arabidopsis thaliana
Yi-Zhen Wu, OKuang-Yu Cheng, Weil-Yung Hsu, Ichiro Terashima, Sumire Fujiwara,
Nobutaka Mitsuda, Masaru Ohme-Takagi, Chuan-Ming Yeh
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Transcriptomic Discovery of Key Transcription Factors Conferring Disease Resistance in a
Novel Orchid Hybrid
Kai-Lun Yeh, OYu-Wen Hsu, Su-Hui Liu, Pin-Hui Sung, Ichiro Terashima, Chuan-Ming Yeh
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Functional analysis of the rice transcription factor OsHsfAla in the whole-plant level heat
shock response
OYuhe Zhao, Tatsuki Tanaka, Junya Mizoi

Identification of Transcription Factors Modulating High-Affinity Phosphate Transporter
Expression
OJr-Han Lai, Yoshimi Nakano, Nobutaka Mitsuda, Masaru Ohme-Takagi, Ichiro Terashima,
Chuan-Ming Yeh
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Responsibility of exopolyphosphatase gene for cellular response to sulfur starvation in
Synechocystis sp. PCC 6803
OMiki Kamimura, Mizuki Endo, Norihiro Sato
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BZR1 Stability Is Coordinated by HSP101 and ATGS to Regulate Thermotolerance in Rice
Seeds
OYun-Sheng Hu, Senthil Kumar Rajendran, Ching-Hui Yeh
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2P181 [3l Unraveling the transcriptional regulation of bioactive polysaccharide biosynthesis in
Dendrobium Taiseed Tosnobile
Kai-Lun Yeh, Su-Hui Liu, Chi-Luan Wen, Ichiro Terashima, OChuan-Ming Yeh
2P182 3l  Vacuolar dynamics of Arabidopsis root tips after release of osmotic pressure revealed by
electron microscopy
OMayumi Nakayama, Mayumi Wakazaki, Yumi Goto, Mayuko Sato, Kiminori Toyooka
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OFAR—, BRI,
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EAH BRBR R O W A
OBfif
2P185 [3l Functional analysis of LOC_0s06236590 (OsKEA.S) in ion homeostasis and its potential
involvement in grain filling
OLi-Yen Lin, Nobuhiro Tanaka, Kiyoshi Yamazaki, José M. Pardo, Francisco Javier Quintero,
Imelda Mendoza, Hideki Takanashi, Yoshihiro Ohmori, Takehiro Kamiya, Toru Fujiwara
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2P189 AN AR EZB1T 51 % small Heat Shock Proteins (sHSP) OHREAFAT
O, HpER NEER, WIS, miEEE
2P190 [3l Effect Of Heterologous Minor-Type Ferredoxin AtFdl In Solanum Lycopersicum Against
Ralstonia Solanacearum Rd4 And Heat Stress
OBing Rong Chiu, Chong Yu Lin, Wen Chi Fang, Xiang En Huang
2P191 [3 Pyramiding of wild rice QTLs enhanced grain yield under low nitrogen conditions
OBright Gyamfi Adu, Yoshihiro Ohmori, Toru Fujiwara, Akifumi Shimizu, Hiroaki Hayashi
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TRIRFENR
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2P196 I3l DGDI1 is Essential for Regulating the Number of Chloroplasts in the Guard Cells of Arabidopsis
OLi-Xin Zhang, Chun-Wei Yu
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Deciphering the mechanisms of copper tolerance through transcriptome analysis in two
contrasting rice cultivars with different Cu toxicity phenotypes
OMin-Yu Yang, Chin-Yu Wu, Chwan-Yang Hong
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miR396 controls SVP and CIB4 accumulation while SVP bypasses direct interaction with
PHYLI1
OBing-Nan Shen, Yu-Ling Hung, Zhao-Jun Pan, Supidcha Jirawitchalert, Huong Giang
Nguyen, Shih-Shun Lin

Decoding Lipid-based Molecular Dialogues Between Plants And Microorganisms
OLin-Jie Shu, Anuphon Laohavisit, Takamasa Suzuki, Yasuhiro Kadota, Ken Shirasu
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A novel rice transcription factor modulates AM symbiosis by interacting with SLR1 and PHR2
and recognizing specific motifs
OPei-Jung Chen, Wan-Ning Kuo, Man-Chi Ho, Yu-Ting Chang, Zheng-Lin Guo, Hsuan-Chih
Shih, Shu-Yi Yang

Nutrient-dependent Volatile Signaling by Pseudomonas aeruginosa Shapes Arabidopsis Growth
Outcomes
OYuniar Devi Utami, Atsushi Suwa, Atsushi Minami, Kei Hiruma
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Unraveling CEP2 Upstream Signaling and the Role of Tomato ECIP1 in Lateral Root
Regulation
OShu-Rui Yang, Yu-Chi Zhao, Shu-Yi Yang
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Nutrient-dependent co-inoculation effects of the fungus Colletotrichum tofieldiae and multiple
bacteria in Arabidopsis thaliana
ORisa Ayano, Yuniar Devi Utami, Kei Hiruma

G Protein-Mediated Perception of Plant Phenolics Regulates UmPR-1La-Dependent
Filamentation in Ustilago maydis
OPin Chih Chang, Minh-Quang Chau, Lay-Sun Ma

PEESRIRE Colletotrichum tofieldiae \Z & BHEW A BARKER) FAC D DL AN) TS 7 b 2 7 F VD 1EAT
SR RAT
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TurboID-Based Profiling Reveals Molecular Links Between XAZ21 Signaling and WRKY62-

Mediated Immune Regulation in Rice
(OChing-Hong Chao

Functional Characterization of PALADIN Reveals Its Role in XA21-Mediated Defense and
Phytoalexin Gene Activation in Rice
OTsung-Chi Chen

TR IER BT A8 T O = E T T 54 A B L T DR
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The potyviral suppressor HC-Pro™ inhibits miRNA methylation and cooperates with HESO1 to
destabilize AGO1 in Arabidopsis Thaliana
OHuong Giang Nguyen, Bing-Nan Shen, Shih-Shun Lin

Equipping A. hallerigemmifera with Genetics: A Perennial Framework for All-Season
Epigenetic Memory
OShuiyi Liu, Annisa Krama, Hiroshi Shiba, Diana Buzas

Hc-Pro insertion change whole-genome DNA methylation and increases structural variation in
Arabidopsis thaliana
OYi-Hsuan Li, Liang-He Chen, Yu-Shin Nai, Shih-Shun Lin
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Multi-omics Analyses Provide Insights Into The Interplay Between DNA Methylation And

Transcriptional Programs During Black Raspberry (Rubus occidentalis) Fruit Ripening
OWei-Hsun Hsieh, Yu-Hung Hung, Jian-Hui Zhang, Han-Yi Chen, Liang-Peng Lin, Meng-Hsun
He, Yen-Ching Wang, Yu-Yu Ho, Gina Fernandez, Penelope Perkins-Veazie, Brandon Le, Xu
Li, Tzung-Fu Hsieh, Jer-Young Lin
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DCL4 functions in reproductive stage in Marchantia polymorpha
OTzuYu Wang, Jia-Zhen Yu, Yu-Ling Hung, Shih-Shun Lin

DCP5 recruits selective mRNAs to processing bodies to ensure the developmental precision of
young Arabidopsis seedlings
OTsen Ying Lin, Sim Lin Lim, Shu-Hsing Wu
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MpDCL4 Generates Both miRNA-like and siRNA Species to Regulate Male Gamete
Differentiation in Marchantia polymorpha
OYu-Ling Hung

MAC3A and MAC3B regulate the alternative splicing of RNA-binding proteins in flowering
time regulation
OYun-Tung Ly, Hsin-Yu Hsieh, Wen Dar Lin, Shih-Long Tu, Chin-Mei Lee
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IEWELE, Lukasz Szewc, Mateusz Bajczyk, David Bielewicz, IR, K+H3F2HB, Cyrose
Suzie Silvosa-Millado, HIEEEELT- Marta Garcia-Leon, Vicente Rubio, #7035, £ MH%H,
AR, Zofia Szweykowska-Kulinska, Dorothee Staiger, #ILES, Artur Jarmolowski,
OffisnZ

Characterization of Spliceosome Associated Protein 130 (SAP130L) Like Protein in Arabidopsis
OCyrose Suzie Silvosa-Millado, Kei Yura, Vicente Rubio, Shiori S. Aki, Mariko Kato,
Tomohiko Tsuge

Genome-wide survey of ribosome collision in de-etiolating Arabidopsis
OYueh Cho, Shu-Hsing Wu
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Optimized Ribosome Profiling Reveals New Insights Into Translational Regulation In

Synchronized Chlamydomonas reinhardtii Cultures
OYen-Ling Lin, Eva Yuhua Kuo, Shih-Yi Wang, Chih-Chi Lee, Su-Chiung Fang

SUMO protease SMT7 modulates cell division through translation
OYu-Hua Kuo, Shih-Yi Wang, Yen-Ling Lin, Su-Chiung Fang
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2P248 [3 Investigating the role and the regulatory mechanisms of eIF4E in light and heat responses
OChih-Yung Fan
2P249 [l Modulating AtJ3 Prenylation to Investigate Plant Thermotolerance in Arabidopsis
OYun-Jen Chang, Jia-Rong Wu, Pei-Hua Chang, Rida Zhora, Shaw-Jye Wu
2P250 3| Exploring the Role of SUMO-Specific Proteases in Size-Dependent Cell Division in
Chlamydomonas reinhardtii
OHua-Chen Chang, Yen-Ling Lin, Su-Chiung Fang
2P251 JFUERLEE Cyanidioschyzon merolae ORI EEIFF LR FT 0 OFEREMENT
ORELsE, Hpd, HFHEsE
2P252 I3l A concerto orchestrated between O-GleNAcylation and salinity stress
OPei-Wen Lo, Keiko Kano, Jiun-Jie Shie, Emi Mishiro-Sato, Akira Yoshinari, Wolf B.
Frommer, Masayoshi Nakamura
2P253 In vitro (2B1F% Procholorococcus NATLIA KaiC OFEREMEAT
ONIHKH, A4, FHHEA
2P254 [3l Identification of miR159 in MpAGO1 Highlights Its Regulatory Roles with miR319 in
Marchantia polymorpha
OJia-Ling Guo, Jia-Zhen Yu, Phuong Anh Tran, Christian Meller, Shih-Shun Lin
2P255 [3 Decoding 3’ UTR-mediated Nonsense-mediated mRNA Decay in Arabidopsis with Degradome
Profiling and Machine Learning
Tzu-Hsiang Lin, Wen-Chi Lee, Tze-Ching Chan, Bo-Han Hou, OHo-Ming Chen
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2P263 I3 The influence of positive charge on A. thaliana root growthThe influence of positive charge on
A. thaliana root growth
OMarecel Pascal Beier, Liyu Deng, Fernando Arteaga Arteaga
2P264 I3l Developing a Molecular Method for Interspecific Identification of Nannochloropsis
OChun Fan Chang, Chun-Wei Yu
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